
Table S1. Accession numbers and signature sequences for
candidate genes differentially expressed in fast-growing larvae of

Crassostrea gigas
Clone number Accession number Signature sequence Category

28 EX151499 ATAGGAGAAGGTG OD

38 EX151504 AGTTTTTGGTTAT OD

39 EX151505 CCTTGTCTGTCCA OD

40 EU152923 AATTGTTGATAGC OD

41 EX151506 ACAAATGAAAGTA OD

42 EW688558 ACAACTGTCCTTA OD

43 EU152924 ACGCCAGATGGGG OD

44 EU152925 ACGTAATTAGTTA OD

45 EX151507 ACTATTGTACTTT OD

46 EU152926 AGAGGAGAAGTTA OD

47 EX151508 AGCGTGTAACAGG OD

48 EX151509 AGTCCAAGCCACA OD

49 EX151510 AACGACTGAAGGA OD

50 EX151511 AGTGTGTGGCTTG OD

51 EX151512 AAACTAGAATAAA OD

52 EX151513 ATAGGAGAAGAAA OD

54 EX151514 ATATCCATCCTAC OD

55 EX151515 ATGACTTTCAAAA OD

56 EX151516 ATTTCTTAGTGCA OD

57 EW688559 CAAAATGTGCAAT OD

58 EU152927 CAACAAGAAAACA OD

59 EU152928 CATCATCCACCGC OD

61 EX151517 CCCAGAACACTAC OD

62 EU152929 AGTCCGGATATCT OD

63 EX151518 AATTGATGTTATC OD

64 EU152930 CCTTTGAACAGTT OD

66 EW688560 TGTTATAAACCTG OD

68 EU152931 TTAAACAGGAACT OD

69 EX151519 TTCAAGTGAGCGT OD

70 EX151520 TTTTGTGTCTCAG OD

71 EX151521 TGTGAATTGACTT OD

72 EX151522 TGTCTGTTTTCAA OD

73 EU152932 TACAACAGATGAA OD

74 EU152933 CGAAACGTCATCT OD

75 EX151523 CGATGAATCTAAG OD

76 EU152934 CGCAAGTTTGCTG OD

78 EU152935 CTACAGAAAATGC OD

79 EX151524 CTCTGGAATTTCT OD

80 EX151525 CTGTATTTTGACA OD

81 EX151526 CTTCAAACTTGGA OD

82 EX151527 GGTGTTATTGGAT OD

83 EU152936 GTCAAAGTGGCCA OD

84 EW688561 TGTTATAAACCAG OD

86 EW688562 TATTATAAACCAG OD

87 EU152937 TATTTTTCAAACA OD

88 EX151528 TCAAAAATCAAAT OD

91 EU152938 TGAAAGTCAAACG OD

92 EX151529 TGCAAAGTGGTGA OD

93 EU152939 TGGAGCTGTAGTC OD

94 EX151530 TGTAAATGTTTTA OD

97 EX151531 GGCATCTATTTTT OD

98 EU152940 CCCCGTCTGTCAA OD

99 EX151532 AGCAGAACAGAAA OD

100 EX151533 TATAAGGAACCTT OD



101 EX151534 ATATCAACTGAAA OD

102 EX151535 TGAACAATCCGTC OD

103 EX151536 TTTCCATATCATT OD

104 EX151537 TACTGTTGTGTTT OD

105 EX151538 AAAATTATGAATT OD

106 EX151539 AAAATTATGAAAC OD

107 EX151540 ATTCCATACAATA OD

108 EX151541 TGAGAATTTTGTG OD

110 EX151542 ACTCCTGTATGAA OD

111 EX151543 CCAACGTTATACG OD

113 EX151544 TCATCATTGTTAT OD

114 EX151545 CAAAAATATCTCT OD

115 EX151546 CTTTGCATTTTGC OD

116 EX151547 AAAACTGGAAAAA OD

117 EX151548 TCTCGCCAAGTTC UD

118 EU152941 CGGTCTCTATGCG UD

119 EX151549 CATCCCAGACAAA UD

120 EX151550 TGTTTAGTCAATC UD

121 EX151551 ACAGGAGCCGTCA UD

122 EX151552 TGTGATTTTGTTT UD

124 EU152942 AGCTGGCTCTCAA UD

125 EX151553 CGCTGCTTGCAGT UD

126 EU152943 ACGCTATATTCGC UD

127 EX151554 TATTGAGACTAAG UD

128 EX151555 ACAAGTTTCAGCA UD

129 EX151556 AAACTGGTTGCTG UD

132 EX151558 ATCCCGGTTGTAC UD

133 EX151559 AGCTGCTGAATGA UD

134 EX151560 TATTGACGCAAAT UD

135 EX151561 TACTTTGCAGCAC UD

136 EX151562 GTCACCGAAAGAA UD

137 EX151563 CAGCTGCTTTACC UD

234 EX151591 TGATAGACCTTCT UD

264 EU152957 TTCAAAGTCTACG UD

265 EX151612 CATCCCAGACAAC UD

266 EX151613 AAGTTTATCAGGT UD

267 EW688566 TGACACCAACCAG UD

268 EX151614 AAATGTTAATAAA UD

269 EX151615 TCCAACATCTCTT UD

270 EX151616 TCAGGATATTCAT UD

271 EX151617 CTCATTGATTTTG UD

272 EX151618 TCATCTTCCAATT UD

273 EX151619 TCCGAATTTTTAA UD

274 EU152958 ATAGCAGAAGTTA UD

275 EU152959 GGCCATTACCTGG UD

276 EU152960 TCAGTATCTAAAG UD

278 EU152961 CCAGTGGCAAGCT UD

279 EX151620 CGGTCTCTCTGCG UD

280 EX151621 CGGTCTCTATGTG UD

281 EX151622 AACTGCGGAGTTT UD

2 EX151492 TCTAGTTGTATGT D+

4 EU152921 CTCACTCTGTGCT D+

8 EX151493 GCATACAGAATGG D+

9 EX151494 GCTTCTTCCCACC D+

11 EX151495 TACATCAAGTGTG D+

14 EX151496 TCTCGGTTGTAAA D+

18 EX151497 TTCATAGCTTTTG D+

21 EX151498 TATGAAGGAACAG D+

30 EU152922 ATGAAGAAGCCAG D+

32 EX151500 ATTATCCATTATA D+



34 EX151501 ATTTACCTCTTAC D+

35 EX151502 ATTTGTCTCATTG D+

36 EX151503 CAAACACTCCAGT D+

225 EX151589 ACCTCATAGCTCA D+

227 EX151590 ACATTTTGAAGGG D+

130 EX151557 AAAGTAGGAAGCC D–

139 EX151564 CCATCACATTCTC D–

140 EX151565 AAGAGCACTTGGG D–

141 EX151566 CAAATTCTCAACC D–

142 EX151567 TCTATAGTGAATG D–

143 EX151568 AGCACAGGGAGGC D–

145 EU152944 AGCACACACCTTT D–

147 EX151569 AAAACATCAAACT D–

148 EX151570 TCTTTTCACATTT D–

149 EX151571 ATTGCAAAATGAA D–

150 EU152945 TGTTCCTGACCAC D–

152 EX151572 CACGAATCTTCAT D–

153 EX151573 TAGTTTTCTACAT D–

154 EX151574 CGATTAATCGATT D–

155 EX151575 ATTTGCGGACTTT D–

156 EX151576 TATTTCTAGTTTT D–

157 EX151577 GTGTTTTGTTCTC D–

158 EU152946 TACTCTGAAGAAA D–

159 EW688563 AAATAAAGAAACA D–

160 EX151578 TTAGAAAGAAAAT D–

161 EW688564 CCGACATCATGAA D–

162 EU152947 CCCTCGAACACCT D–

163 EX151579 AAGAATTCTCCGA D–

164 EX151580 CTGACACAGTGTA D–

165 EW688565 AACCACTTTATTT D–

169 EU152948 TGCAGATGAAGAC D–

170 EX151581 TACATAATTCACA D–

171 EX151582 ATAATAACATGGG D–

173 EX151583 AGGGAAAAGATGT D–

174 EX151584 ATGACGTTTCCCA D–

177 EX151585 AAAGTCTGTTTCT D–

178 EX151586 CTCTTGTATTTGA D–

179 EX151587 AGCAATGGAGTTC D–

182 EX151588 AGCCAATGTCTGG D–

235 EU152949 AACGCCAATATGG D–

236 EX151592 CTTAATTTGGCAC D–

237 EX151593 TGTGTATTTTAAT D–

238 EX151594 TGTGCTGGGTATG D–

239 EU152950 ATCTGCACCCCCC D–

240 EX151595 AAAGTTTGTTGTT D–

242 EX151596 AGAAAAGTGGTAT D–

243 EX151597 TGGCCCCCCTCCA D–

244 EX151598 TGGATAATCAACT D–

245 EX151599 TGGAAGATGGCGA D–

246 EX151600 AGGTGTCTACGTA D–

247 EX151601 AAATGTCTCTAGA D–

248 EX151602 CGTTCTCCGGGGG D–

249 EU152951 GGTTACTGTCGTC D–

250 EU152952 GGGTTATCTTGCC D–

251 EX151603 CAATGGATTTCTT D–

252 EU152953 TGAAATCTCAGTT D–

253 EX151604 TGGAATGATATTT D–

254 EX151605 GGCTGATGGCTGA D–

255 EU152954 AGTATCAACAGGG D–

256 EU152955 ATAGGAGAAGTTT D–



257 EX151606 TATTCACTCTATG D–

258 EX151607 TAGTTCTGCACTT D–

259 EX151608 TCTCCAAAGGTGT D–

260 EU152956 TTGACGTTCACCC D–

261 EX151609 AGTGCCAACACAG D–

262 EX151610 AGGTATTCATCTC D–

263 EX151611 TACTGCTCACAGC D–

NCBI accession numbers are shown for cDNA clones. Signature sequences
correspond to records in GEO accession number GSE3596. Expression
categories are shown for each gene: OD, overdominant; UD,
underdominant; D+, dominant-high expression; and D–, dominant low
expression.


