Table S1. Accession numbers and signature sequences for
candidate genes differentially expressed in fast-growing larvae of
Crassostrea gigas

Clone number Accession number  Signature sequence  Category
28 EX151499 ATAGGAGAAGGTG oD
38 EX151504 AGTTTTTGGTTAT oD
39 EX151505 CCTTGTCTGTCCA oD
40 EU152923 AATTGTTGATAGC oD
41 EX151506 ACAAATGAAAGTA oD
42 EW688558 ACAACTGTCCTTA oD
43 EU152924 ACGCCAGATGGGG oD
44 EU152925 ACGTAATTAGTTA oD
45 EX151507 ACTATTGTACTTT oD
46 EU152926 AGAGGAGAAGTTA oD
47 EX151508 AGCGTGTAACAGG oD
48 EX151509 AGTCCAAGCCACA oD
49 EX151510 AACGACTGAAGGA oD
50 EX151511 AGTGTGTGGCTTG oD
51 EX151512 AAACTAGAATAAA oD
52 EX151513 ATAGGAGAAGAAA oD
54 EX151514 ATATCCATCCTAC oD
55 EX151515 ATGACTTTCAAAA oD
56 EX151516 ATTTCTTAGTGCA oD
57 EW688559 CAAAATGTGCAAT oD
58 EU152927 CAACAAGAAAACA oD
59 EU152928 CATCATCCACCGC oD
61 EX151517 CCCAGAACACTAC oD
62 EU152929 AGTCCGGATATCT oD
63 EX151518 AATTGATGTTATC oD
64 EU152930 CCTTTGAACAGTT oD
66 EW688560 TGTTATAAACCTG oD
68 EU152931 TTAAACAGGAACT oD
69 EX151519 TTCAAGTGAGCGT oD
70 EX151520 TTTTGTGTCTCAG oD
71 EX151521 TGTGAATTGACTT oD
72 EX151522 TGTCTGTTTTCAA oD
73 EU152932 TACAACAGATGAA oD
74 EU152933 CGAAACGTCATCT oD
75 EX151523 CGATGAATCTAAG oD
76 EU152934 CGCAAGTTTGCTG oD
78 EU152935 CTACAGAAAATGC oD
79 EX151524 CTCTGGAATTTCT oD
80 EX151525 CTGTATTTTGACA oD
81 EX151526 CTTCAAACTTGGA oD
82 EX151527 GGTGTTATTGGAT oD
83 EU152936 GTCAAAGTGGCCA oD
84 EW688561 TGTTATAAACCAG oD
86 EW688562 TATTATAAACCAG oD
87 EU152937 TATTTTTCAAACA oD
88 EX151528 TCAAAAATCAAAT oD
91 EU152938 TGAAAGTCAAACG oD
92 EX151529 TGCAAAGTGGTGA oD
93 EU152939 TGGAGCTGTAGTC oD
94 EX151530 TGTAAATGTTTTA oD
97 EX151531 GGCATCTATTTTT oD
98 EU152940 CCCCGTCTGTCAA oD
99 EX151532 AGCAGAACAGAAA oD
100 EX151533 TATAAGGAACCTT oD
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257 EX151606 TATTCACTCTATG D—-

258 EX151607 TAGTTCTGCACTT D—-
259 EX151608 TCTCCAAAGGTGT D-
260 EU152956 TTGACGTTCACCC D-
261 EX151609 AGTGCCAACACAG D-
262 EX151610 AGGTATTCATCTC D-
263 EX151611 TACTGCTCACAGC D-

NCBI accession numbers are shown for cDNA clones. Signature sequences
correspond to records in GEO accession number GSE3596. Expression
categories are shown for each gene: OD, overdominant; UD,
underdominant; D+, dominant-high expression; and D—, dominant low
expression.



