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Figure 2. The results of Nano-LC-QTOF mass spectroscopy sequence
analysis of in gel trypsin digested native trout cardiac myosin
regulatory light chain 2 mapped onto the amino acid sequence of
Atlantic salmon cardiac myosin regulatory light chain 2. The boxes
indicate peptides that matched between the sample and the sequence. A
display score of 79% with 48% coverage was obtained indicating a positive
match.



