Table S1. Species name, phylum, cDNA isoform ID and accession numbers of AQPs used in nucleotide alignment (Fig. 1A) and
Bayesian phylogram construction (Fig. 2)

Species name Phylum Isoform ID Accession number
Acyrthosiphon pisum Arthropoda ApAQP1 EU925136.1
Aedes aegypti Arthropoda AeaAQP AF218314.1
Bombyx mori Arthropoda AQP-Bom1 AB178640.1
Bombyx mori Arthropoda AQP-Bom2 AB245966.1
Caenorhabditis elegans Nemeta CeAQP-1 NM_063109.4
Caenorhabditis elegans Nemeta CeAQP-2 NM_063571.3
Cicadella viridis Chordata AQPcic* X97159.1
Coturnix coturnix Chordata gAQP2* AY430098.1
Drosophila melanogaster Arthropoda DRIP BT023883.1
Drosophila melanogaster Arthropoda BIB NM_057489.3
Escherichia coli Proteobacteria AgpZ U38664.1
Eurosta solidaginis Arthropoda EsAQP1* FJ489680
Homo sapiens Chordata AQPO* NM_012064.2
Homo sapiens Chordata AQP1* NM_198098.1
Homo sapiens Chordata AQP2* S73196.1
Homo sapiens Chordata AQP3 CR542025.1
Homo sapiens Chordata AQP4 NM_001650.4
Hyla chrysoscelis Chordata HC-1* DQ364243.1
Hyla chrysoscelis Chordata HC-2* DQ364244.1
Hyla chrysoscelis Chordata HC-3 DQ364245.1
Oreochromis mossambicus Chordata OmAQP3 AB126941.1
Polypedilum vanderplanki Arthropoda PvAgp1* AB281619.1
Polypedilum vanderplanki Arthropoda PvAgp2* AB281620.1
Rhipicephalus sanguineus Arthropoda RsAQP1 FM210537.1
Rhodnius prolixus Arthropoda RpMIP AJ250342.1

Those isoforms used for amino acid shading in the two-dimensional membrane topology plot (Fig. 1B) are listed with an asterisk (*).




