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Supplementary figure 1. Cumulative distributions of isothermal track lengths. Plots are the  

same as Figure 1E in the main text, except each of three conditions are overlaid in each plot  

(three different colours, legend in figure) and data for different strains are in separate plots.  

  

Supplementary figure 2. Total distributions of worm positions along gradient assay plates. A-E  

correspond to the same assay conditions as in Figure 2A-E in the main text respectively, as  

indicated by same symbols as in Figure 2. y-axis is proportion of animals in each of 11-bins, x- 

axis is position along gradient (0 is at centre, -1 corresponds to colder, +1 to warmer). Data for  

each strain coloured according to legend in figure. Number of animals per strain and condition  

range from 519 to 3788.  

  

Supplementary figure 3. Distributions of isothermal tracking events along assay plates. These  

panels display the distributions of either approximate temperature (top and middle), or relative  

position from the centre of the assay plate (bottom – no gradient), for isothermal tracking events  

of all strains tested. Y-axis corresponds to proportion of animals across 11 bins, x-axis is  

approximate temperature of tracks. Data for each strain coloured according to legend in figure.  
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Supplementary figure 1.
Cumulative distributions of 
isothermal track lenghts

C. elegans:

C. briggsae:
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Supplementary figure 3.
Distributions of isothermal tracking
events along assay plate
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