
Fig. S1. Predicted binding sites for omy-miR-143 on rainbow trout abhd5. The sequence for omy-miR-143 was obtained from Salem 
et al. (Salem et al., 2010) and abhd5 was retrieved from the trout database in the Gene Index project (http://compbio.dfci.harvard.
edu/tgi/) under accession number TC114063. Predicted binding sites (six) are highlighted in purple; start and stop codon location, 
highlighted in green, was predicted by translation of the trout abhd5 sequence into AA and comparison with the full protein 
sequence in zebrafish. Criteria and methods used for the identification of binding sites are explained in the main text.

 

 


