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Figure S1. Temperature plots for the open shelter (A) Summer temperatures experienced by all developing g
larvae before 22 October, 2010 and (B) temperatures experienced by the diapausing prepupae X
that remained outdoors after October 22, 2010. =
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Table S1. Raw, paired-end RNA-seq reads from each biological replicate were mapped to the M. rotundata genome

TopHat2 Alignment Summary (Reads After Quality Trimming

1 # Reads % Discarded - - -
SamplelD for Quality Left Reads Right Reads Unpaired Reads Overall read Aligned pairs Concordant pair
Lane7R1 Lane7R2 Lane8R1 Lane8R2 Total Left Reads Total Right Reads Input  Mapped Input Mapped Input Mapped mapping rate alignment rate
ENovLabA 4009364 4009364 4014503 4014503 8023867 8023867 13.0% 6573224 5910369 6573224 5961452 809837 745780 90.4% 5768220 87.6%
ENovLabB 4639029 4639029 4633618 4633618 9272647 9272647 13.0% 7595698 6615317 7595698 6697386 935233 836899 87.7% 6433865 84.6%
ENovLabC 3946336 3946336 3939500 3939500 7885836 7885836 13.1% 6445919 5639350 6445919 5720239 809802 720609 88.2% 5474655 84.7%
LNovLabA 4226056 4226056 4224573 4224573 8450629 8450629 14.0% 6794171 6011645 6794171 6086162 938455 852307 89.1% 5834531 85.7%
LNovLabB 6218415 6218415 6226477 6226477 12444892 12444892 14.7% 9913011 8475092 9913011 8612225 1414333 1254084 86.4% 8213409 82.8%
LNovLabC 4783233 4783233 4785685 4785685 9568918 9568918 14.1% 7700263 6854841 7700263 6931758 1046099 951200 89.6% 6661652 86.4%
LNovFieldA 5508410 5508410 5521375 5521375 11029785 11029785 13.9% 8893729 7664568 8893729 7753770 1216493 1081213 86.8% 7438494 83.5%
LNovFieldB 4531090 4531090 4551964 4551964 9083054 9083054 14.2% 7295783 6694770 7295783 6754121 995087 927171 92.2% 6522506 89.1%
LNovFieldC 4125909 4125909 4131265 4131265 8257174 8257174 13.4% 6721060 5890591 6721060 5949428 855249 774746 88.2% 5726379 85.1%
EJanLabA 5005756 5005756 5004639 5004639 10010395 10010395 14.2% 8034312 6754768 8034312 6870531 1103770 960979 84.9% 6551359 81.4%
EJanLabB 4369536 4369536 4367284 4367284 8736820 8736820 14.1% 7032025 5994495 7032025 6088317 954132 831260 86.0% 5807093 82.4%
EJanLabC 4214005 4214005 4209459 4209459 8423464 8423464 14.1% 6774720 5809951 6774720 5900224 924018 810203 86.5% 5628990 82.9%
ENovFieldA 4670065 4670065 4683671 4683671 9353736 9353736 14.2% 7501039 6326922 7501039 6429146 1040147 905512 85.2% 6120223 81.4%
ENovFieldB 4397626 4397626 4387100 4387100 8784726 8784726 13.9% 7098050 6179086 7098050 6262796 930433 832507 87.8% 6007881 84.6%
ENovFieldC 3895903 3895903 3893475 3893475 7789378 7789378 13.5% 6334793 5611037 6334793 5679930 813606 734690 89.2% 5456176 86.0%
UanLabA 3971640 3971640 3966644 3966644 7938284 7938284 13.7% 6425936 5690885 6425936 5766986 850798 768854 89.2% 5525167 85.8%
LanLabB 3191935 3191935 3194069 3194069 6386004 6386004 14.0% 5133248 4599343 5133248 4657198 714040 649780 90.2% 4468874 86.9%
LanLabC 4365157 4365157 4368025 4368025 8733182 8733182 15.6% 6815567 6058640 6815567 6129611 1109488 1019022 89.6% 5900147 84.3%
EJanFieldA 5760248 5760248 5777850 5777850 11538098 11538098 13.5% 9371762 7805913 9371762 7932073 1226198 1060002 84.1% 7556576 80.5%
EJanFieldB 4067961 4067961 4087156 4087156 8155117 8155117 13.8% 6585755 5957567 6585755 6003732 893876 825671 90.9% 5807943 87.9%
EJanFieldC 4184762 4184762 4190204 4190204 8374966 8374966 13.6% 6792478 5777522 6792478 5868950 895128 785652 85.9% 5604596 82.3%
LlanFieldA 4629197 4629197 4637957 4637957 9267154 9267154 15.0% 7312895 6523103 7312895 6598841 1127387 1037261 89.9% 6351361 85.2%
LlanFieldB 4251354 4251354 4257266 4257266 8508620 8508620 13.1% 6955853 6134724 6955853 6204373 878096 791801 88.8% 5953462 85.3%
UanFieldC 5148636 5148636 5152766 5152766 10301402 10301402 13.2% 8408984 7491364 8408984 7560976 1068227 971522 89.6% 7275749 86.4%
EMarFieldA 3374960 3374960 3371592 3371592 6746552 6746552 11.4% 5669396 5105748 5669396 5150997 614302 561092 90.5% 4976356 87.6%
EMarFieldB 3875524 3875524 3871607 3871607 7747131 7747131 13.1% 6331075 5508978 6331075 5581371 800666 712463 87.7% 5348251 84.3%
EMarFieldC 3808968 3808968 3811521 3811521 7620489 7620489 13.6% 6182926 5384619 6182926 5454320 806591 721950 87.8% 5233902 84.5%
LMarFieldA 4108414 4108414 4101106 4101106 8209520 8209520 13.7% 6639340 5817599 6639340 5895863 887369 795161 88.3% 5647294 84.9% c
LMarFieldB 4599980 4599980 4616577 4616577 9216557 9216557 13.6% 7476209 6633961 7476209 6715706 981791 889587 89.4% 6448510 86.1% _g
LMarFieldC 4306285 4306285 4323726 4323726 8630011 8630011 13.7% 6979075 6201360 6979075 6271255 934714 841451 89.4% 6025512 86.1% ©
EMarLabA 4139509 4139509 4147196 4147196 8286705 8286705 13.3% 6755541 6000199 6755541 6073354 863968 779951 89.4% 5826757 86.1% E
EMarLabB 4271852 4271852 4266610 4266610 8538462 8538462 13.4% 6939157 6095431 6939157 6183208 910938 808987 88.5% 5912110 85.0% qg
EMarlLabC 3824114 3824114 3817714 3817714 7641828 7641828 13.7% 6186280 5374546 6186280 5454882 821158 724328 87.6% 5207946 84.0% =
LabArLabA 3760553 3760553 3754015 3754015 7514568 7514568 14.0% 6049166 5188647 6049166 5265970 828942 725540 86.5% 5027424 82.8% g
LabArLabB 4084011 4084011 4090015 4090015 8174026 8174026 14.2% 6556197 5721103 6556197 5788077 913880 816384 87.9% 5560612 84.3% ‘E
LabArLabC 3703010 3703010 3701444 3701444 7404454 7404454 14.1% 5958768 5294625 5958768 5354593 807430 732592 89.4% 5145846 86.2% 0}
EMayFieldA 3272743 3272743 3270662 3270662 6543405 6543405 13.5% 5320204 4594089 5320204 4661544 680082 607304 87.1% 4473500 84.0% QE)
EMayFieldB 3874580 3874580 3869892 3869892 7744472 7744472 13.0% 6349046 5455398 6349046 5544768 784374 684048 86.7% 5307763 83.5% Q
EMayFieldC 3982757 3982757 3977979 3977979 7960736 7960736 13.8% 6439690 5575076 6439690 5672457 848810 744944 87.4% 5420295 84.0% %
LMayFieldA 4596085 4596085 4590382 4590382 9186467 9186467 13.5% 7474474 6583580 7474474 6656960 951611 859681 88.7% 6413535 85.7% (?
LMayFieldB 4580886 4580886 4600653 4600653 9181539 9181539 12.9% 7541301 6569041 7541301 6644818 912936 815008 87.7% 6387157 84.5% >
LMayFieldC 4294305 4294305 4316957 4316957 8611262 8611262 13.0% 7063821 5926526 7063821 6012995 858952 750994 84.7% 5758277 81.5% g
EMayLabA 3970455 3970455 3972374 3972374 7942829 7942829 13.1% 6495502 5461229 6495502 5545928 815491 705936 84.8% 5282019 81.0% o
EMayLabB 4281286 4281286 4274121 4274121 8555407 8555407 13.5% 6954819 5730818 6954819 5829721 894224 765317 83.3% 5555466 79.7% E
EMayLabC 3901740 3901740 3895799 3895799 7797539 7797539 13.2% 6375785 5292829 6375785 5360148 786089 681369 83.7% 5133941 80.4% 42
LMayLabA 3738298 3738298 3736360 3736360 7474658 7474658 13.7% 6057540 5034674 6057540 5114707 789634 682887 83.9% 4875294 80.1% Q
LMayLabB 3955882 3955882 3957068 3957068 7912950 7912950 13.7% 6407282 5544766 6407282 5634707 841424 735547 87.3% 5371310 83.6% §
LMayLabC 4510986 4510986 4499499 4499499 9010485 9010485 13.8% 7289501 6406018 7289501 6472069 955886 860313 88.4% 6211545 85.0% CIL)
3
! Sample annoatation, (E) early diapause, (L) late diapause, (Nov, Jan, Mar, May) month sampled, (Lab) overwintered in the Laboratory, (Field) overwintered under field conditions, (A,B, C) sample replicate %
=
=
>
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Table S2. Diferentially regulated genes for the within-month, between-month comparisons and November field versus laboratory comparisons .

Diferentially regulated genes common to all within month treatment comparisons.

November Down Regulated Genes Fold change
Gene_ID Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_002189 transcription factor SOX-11 -0.941127 -0.669238 -1.155 -0.883115
XLOC_003692 xaa-Pro aminopeptidase 1-like -1.7173 -2.21259 -1.51848 -2.01377
XLOC_005534 putative fatty acyl-CoA reductase CG5065- -1.04456 -0.640885 -1.34868 -0.945006
XLOC_006049 tyrosine hydroxylase isoform X1 -1.43081 -2.0184 -1.37369 -1.96129
XLOC_008673 NA -1.53605 -2.44247 -2.88614 -3.79257
XLOC_011899 elongation of very long chain fatty acids -1.65802 -1.77167 -0.744568 -0.858215
November Up Regulated Genes Fold change
Gene_ID Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_004761 hexamerin 70b precursor 2.34809 1.46161 2.5034 1.61692
XLOC_009125 lipase 1-like isoform X1; lipase 1-like 1.29764 1.14252 1.41126 1.25614
XLOC_011394 leucine-rich repeat neuronal protein 1-like 0.860734 1.212 0.722264 1.07353
January Down Regulated Genes Fold change
Gene_|D Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_001549 SCO-spondin -0.725805 -0.892716 -1.07614 -1.24305
XLOC_001887 mannan-binding lectin serine protease 1 -1.8118 -1.58881 -1.70699 -1.48399
XLOC_003416 aminopeptidase N-like isoform X2 -1.00299 -1.11276 -0.637316 -0.747086
cuticular protein analogous to peritrophins
XLOC_004315 3-C precursor; cuticular protein analogous -0.808169 -0.925752 -1.98758 -2.10516
XLOC_010014 LOW QUALITY PROTEIN: ceramide -1.0754 -0.864981 -0.934659 -0.724239
XLOC_010272 cuticular protein analogous to peritrophins -0.865913 -0.814446 -1.4738 -1.42233
XLOC_010554 probable G-protein coupled receptor No9- -0.706402 -0.690315 -0.82978 -0.813693
XLOC_011899 elongation of very long chain fatty acids -1.36377 -1.27009 -2.13523 -2.04155
DNA-directed RNA polymerase Il subunit
XLOC_012808 RPB1-like isoform X1 -1.0074 -0.965636 -1.05868 -1.01692
XLOC_013034 circadian clock-controlled protein-like -0.804889 -0.947197 -1.08786 -1.23016

uncharacterized threonine-rich GPI-
anchored glycoprotein PJ4664.02 isoform
X2; uncharacterized threonine-rich GPI-
anchored glycoprotein PJ4664.02 isoform
X3; uncharacterized threonine-rich GPI-
anchored glycoprotein PJ4664.02 isoform
X4; uncharacterized threonine-rich GPI-
anchored glycoprotein PJ4664.02 isoform

XLOC_013484 X1 -0.670477 -0.769301 -0.624879 -0.723704
January Up Regulated Genes Fold change C
Gene_ID Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField 9
60S ribosomal protein L12 isoform X1; "('t;
XLOC_002659 protein crooked neck 1.3007 1.09909 1.20549 1.00387 E
XLOC_003131 NA 1.10362 0.980299 1.60793 1.4846 o
2
60S ribosomal protein L10a; regulator of [
XLOC_003387 telomere elongation helicase 1 homolog 1.33562 1.06454 1.44004 1.16896 =
XLOC_004761 hexamerin 70b precursor 1.09861 1.00172 2.05454 1.95765 Z’
(]
XLOC_005056 glutathione S-transferase D1 isoform X5 0.602881 0.644806 0.732305 0.774229 -E
cytochrome P450 6AS5; cytochrome P450
XLOC_006692 6a2-like 2.36321 1.47168 3.10944 2.21792 E
XLOC_007083 glutathione S-transferase S1 isoform X1 0.909572 0.895485 0.969188 0.955101

solute carrier family 28 member 3-like;
solute carrier family 28 member 3-like

XLOC_008483 isoform X1; Protein lozenge; NA 1.41558 1.27714 2.91717 2.77874
lipase 1-like isoform X1; lipase 1-like
XLOC_009125 isoform X3; lipase 1-like isoform X4 0.927597 0.937431 0.795193 0.805026
peroxisomal hydratase-dehydrogenase-
XLOC_012798 epimerase-like 1.71794 1.16415 1.54506 0.991266
March Down Regulated Genes Fold change
Gene_|D Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_001549 SCO-spondin -0.965646 -0.660959 -1.13057 -0.825879
XLOC_003960 spermosin-like -1.08147 -0.835407 -1.39142 -1.14536

cuticular protein analogous to peritrophins
3-C precursor; cuticular protein analogous

XLOC_004315 to peritrophins 3-C isoform X1 -1.59555 -0.747776 -1.97156 -1.12379
XLOC_005430 chemosensory protein 6 precursor -3.49378 -2.76516 -2.90452 -2.1759
XLOC_006052 facilitated trehalose transporter Tret1-like -1.07229 -0.985236 -1.02953 -0.942477
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Aggrecan core protein; macrophage
mannose receptor 1-like; Macrophage

XLOC_006089 mannose receptor 1 -1.6674 -1.7056 -1.47392 -1.51212
XLOC_012381 NA -3.34337 -2.52899 -2.52318 -1.7088
DNA-directed RNA polymerase Il subunit
XLOC_012808 RPB1-like isoform X1 -1.06259 -0.745797 -1.06818 -0.751392
XLOC_013034 circadian clock-controlled protein-like -0.660955 -0.736452 -1.44168 -1.51717
March Up Regulated Genes Fold change
Gene_ID Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_011375 NA 1.30667 1.40217 2.0821 2.17761
May Down Regulated Genes Fold change
Gene_|D Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField
XLOC_002473 beta-galactosidase-like isoform X1 -1.11508 -1.64051 -1.07592 -1.60135
XLOC_004641 glutamine synthetase -0.867231 -1.85446 -1.2835 -2.27073
protein henna-like isoformX2; protein
XLOC_005072 henna-like isoform X3 -0.900039 -0.989448 -0.850091 -0.939501
XLOC_007963 endochitinase isoform 2 -1.75146 -5.34541 -0.79053 -4.38448
elongation of very long chain fatty acids
XLOC_011896 protein AAELO08004-like -3.32288 -2.87478 -3.0701 -2.622
May Up Regulated Genes Fold change
Gene_ID Description ELab versus LLab ELab versus EField EField versus LField  LLab versus LField

GATA zinc finger domain-containing
protein 4-like; uncharacterized protein
LOC100874762; uncharacterized protein
XLOC_003421 LOC100877006; NA 2.02065 2.92577 2.81938 3.72451

Differentially regulated genes common to all between month treatment comparisons.

November versus January Down Regulated Genes Fold change
Gene_ID Description ELab LLab EField LField

XLOC_000319 NA -5.57203 -5.38854 -4.27024 -2.46522
XLOC_000338 UNKNOWN -2.20899 -6.54221 -3.15004 -2.53936
XLOC_000445 NA -2.58754 -3.48641 -1.89729 -2.14823
XLOC_000492 unknown protein -2.19801 -5.99257 -3.36955 -3.58422
XLOC_000521 uncharacterized protein LOC100865969 -2.36156 -6.24828 -3.01325 -2.83573
XLOC_000638 NA -5.23218 -5.25043 -3.90021 -2.30674
XLOC_000639 NA -4.45344 -5.62228 -3.77735 -2.54694
XLOC_000640 UNKNOWN -2.47775 -5.42771 -2.5441 -3.09705

C

XLOC_000662 senescence-associated protein, putative -2.27484 -6.61065 -2.90356 -2.97127 _9

circadian locomoter output cycles protein "('.U'

XLOC_000671 kaput -1.28461 -1.53328 -1.30469 -1.48495 E

RRNA intron-encoded homing o

XLOC_000826 endonuclease -1.96953 -6.01487 -2.98188 -3.40341 (o]

XLOC_000868 NA -4.78754 -5.58173 -3.65091 -2.30472 qE

XLOC_001092 AAELO06178-PA -0.762394 -0.753228 -1.23459 -0.67708 .

XLOC_001195 Protein Bm117 -2.10654 -6.39407 -2.619 -2.97503 z’

(]

XLOC_001360 inactive tyrosine-protein kinase 7-like -1.37323 -1.56781 -1.2229 -1.76103 -E

XLOC_001561 nuclear factor of activated T-cells 5; NA -1.54954 -1.89593 -0.703516 -1.15714 E
XLOC_001688 ataxin-2 homolog isoform X1 -2.93379 -2.64762 -1.15642 -1.6005
XLOC_001702 senescence-associated protein, putative -2.25073 -6.47916 -3.00822 -3.01393

zinc finger and SCAN domain-containing

XLOC_001767 protein 22-like -1.64251 -1.79439 -0.895671 -1.19529
XLOC_002075 X-box-binding protein -1.77115 -2.12681 -0.846459 -0.94136

putative epidermal cell surface receptor-
like isoform X3; putative epidermal cell
surface receptor-like isoform X4; putative
epidermal cell surface receptor-like
XLOC_002082 isoform X1 -1.01376 -0.937569 -1.08344 -1.79722
XLOC_002189 transcription factor SOX-11 -2.20157 -1.86444 -1.34079 -1.28633

uncharacterized protein LOC100883637;
protein kibra-like isoformX1; protein kibra-

like isoform X3; hemK methyltransferase

family member 1-like; protein kibra-like

XLOC_002516 isoformX2 -1.4331 -1.37388 -1.20705 -1.02245
XLOC_002916 alpha-L1 nicotinic acetyl choline receptor -2.29252 -6.48402 -3.02798 -3.19428
XLOC_003370 Ac1147-like protein -2.19278 -6.20742 -2.60571 -4.28867
XLOC_003416 aminopeptidase N-like isoform X2 -0.978142 -0.736696 -0.881185 -1.79864
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rho GTPase-activating protein 7 isoform
X1; rho GTPase-activating protein 7

XLOC_003465 isoform X2 -1.68253 -1.54542 -0.89979 -1.16385

XLOC_003466 NA -1.44183 -1.09236 -0.900408 -1.19739
kynurenine/alpha-aminoadipate

XLOC_003523 aminotransferase, mitochondrial-like -1.55482 -4.75423 -1.37414 -3.4328

XLOC_003656 NA -6.62671 -6.22723 -5.15329 -1.47904

XLOC_003692 xaa-Pro aminopeptidase 1-like -5.02596 -4.2753 -3.18323 -2.49716

oxidative stress-induced growth inhibitor 1-
like isoform X3; oxidative stress-induced
XLOC_003804 growth inhibitor 1-like isoform X1 -0.846571 -0.68657 -0.867905 -0.77487
XLOC_003966 HIG1 domain family member 1B-like -2.28272 -2.47267 -0.639707 -1.01319

unknown; uncharacterized protein
LOC102670919 isoform X1;
uncharacterized protein LOC100884121;

XLOC_004156 PWWP domain-containing protein 2B -0.84222 -1.26431 -0.917575 -0.76205
XLOC_004486 uncharacterized protein LOC100865969 -2.59095 -6.36885 -3.11873 -2.83566
XLOC_004530 NA -5.16397 -4.19106 -2.03456 -1.00247

homeobox protein caupolican isoform X4;
homeobox protein caupolican isoform X3;

XLOC_004603 NA -1.73038 -1.49206 -1.13892 -0.71084
rootletin-like isoform X2; rootletin-like

XLOC_005010 isoform X3 -1.28021 -2.37767 -1.27213 -1.64126

XLOC_005067 Ac1147 -2.33386 -5.9343 -2.66373 -3.99007
dehydrogenase/reductase SDR family

XLOC_005103 member 11-like isoform X1 -1.01022 -1.75248 -0.784897 -1.30746

XLOC_006055 heat shock protein 90 -2.47416 -2.78036 -0.721791 -0.78304

XLOC_006709 hypothetical protein V426_1069 -3.83486 -2.62762 -2.61358 -2.5276

XLOC_006720 protein TIS11-like; NA -1.87102 -1.92597 -0.925934 -1.28104

XLOC_006721 protein TIS11-like -3.97308 -4.15565 -0.877181 -1.66512

XLOC_006905 protein split ends-like -1.89119 -2.12288 -0.661831 -1.02337

ATP-binding cassette sub-family A member
2-like isoform X2; tubulin polyglutamylase
XLOC_006935 complex subunit 2-like -2.80768 -2.38724 -1.30988 -1.44863
periaxin-like; zinc finger protein 704-like
isoform X3; zinc finger protein 704-like
isoform X2; flocculation protein FLO11

XLOC_007013 isoform X3 -1.43951 -2.45303 -0.982273 -1.12307
AT-rich interactive domain-containing
XLOC_007473 protein 5B-like isoform X2 -2.32192 -2.41108 -1.073 -0.73537

LIM domain-binding protein 2-like isoform

X5; LIM domain-binding protein 2-like [
isoform X4; LIM domain-binding protein 2- _9
like isoform X1; LIM domain-binding "('U'
protein 2-like isoform X6; LIM domain- E
XLOC_007474 binding protein 2-like isoform X2 -1.75173 -1.43464 -0.85454 -0.76001 o
2
XLOC_007654 serine/arginine repetitive matrix protein 1 -1.17381 -1.51717 -1.32391 -2.07895 c
XLOC_007660 serine protease nudel -1.58997 -0.718967 -0.672725 -0.77314 =
serine protease 53; carboxypeptidase B- Z’
XLOC_008108 like -4.44997 -5.04977 -3.5466 -4.09326 B
[
solute carrier family 28 member 3-like;
solute carrier family 28 member 3-like E
XLOC_008483 isoform X1; Protein lozenge; NA -6.58907 -4.39825 -4.16446 -1.521
XLOC_008673 NA -5.7603 -5.4357 -3.96923 -2.18731
XLOC_008736 uncharacterized protein LOC100882035 -1.53366 -1.56295 -1.21293 -1.02127
XLOC_008947 adenomatous polyposis coli protein-like -2.20613 -2.17733 -0.954543 -1.03607
cell wall protein AWA1-like isoform X2;
XLOC_009164 zinc finger protein 182-like; NA -1.63054 -1.58256 -1.78794 -1.17052
tRNA 2-thiocytidine biosynthesis protein
XLOC_009265 TtcA -0.764956 -0.808424 -0.981738 -0.7954
actin cytoskeleton-regulatory complex
XLOC_009306 protein PAN1-like; NA -5.01461 -3.24985 -2.24969 -2.137

rab11 family-interacting protein 4-like
isoform X3; rab11 family-interacting
protein 4-like isoform X2; rab11 family-

XLOC_009453 interacting protein 4-like isoform X1; NA -1.25537 -1.19828 -0.83747 -0.60497
ets DNA-binding protein pokkuri-like
XLOC_009805 isoform X1 -2.22152 -2.11953 -0.946229 -1.87299

AP2-associated protein kinase 1-like
isoform X3; NA; AP2-associated protein
XLOC_010075 kinase 1-like isoform X1 -0.829878 -0.720419 -0.798596 -0.69176
XLOC_010166 NA -2.19015 -5.97248 -2.71033 -4.00479
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SH3 and multiple ankyrin repeat domains

XLOC_010474 protein 3-like -1.32074 -1.25999 -0.677563 -1.05695

XLOC_010852 protein TAR1-like -2.21607 -6.25162 -3.00114 -2.97265

XLOC_010853 uncharacterized protein LOC101742759 -2.1535 -6.32285 -3.04875 -3.11465

activator of 90 kDa heat shock protein

XLOC_011050 ATPase homolog 1-like isoform 2 -1.57647 -1.81303 -1.06953 -0.7017

XLOC_011166 Zinc finger protein 40; NA -2.31089 -2.88786 -1.4589 -0.93006

XLOC_011490 cadherin-23-like -1.78362 -1.37342 -1.58583 -2.34799
flavin-containing monooxygenase FMO GS-

XLOC_011519 OX-like 4-like -1.46569 -3.83546 -1.86889 -1.78182

general transcriptional corepressor trfA-
XLOC_011887 like -1.06098 -0.572566 -0.637688 -0.72029
whirlin-like isoform X6; whirlin-like

XLOC_012572 isoform X5; whirlin-like isoform X7 -2.80454 -2.68004 -2.22694 -1.25347
brain-specific angiogenesis inhibitor 1-like

XLOC_012582 isoform X2 -2.84038 -2.79411 -1.40833 -1.45682

ecdysteroid-regulated gene E74 isoform
X9; ecdysteroid-regulated gene E74

XLOC_012609 isoform X10 -1.08314 -0.726161 -1.20413 -1.5187
XLOC_012682 autophagy protein 5 -4.48768 -4.03295 -2.40404 -1.68418
XLOC_012974 histone-lysine N-methyltransferase 2C -5.09554 -4.50474 -1.34377 -1.44417

zinc finger SWIM domain-containing
protein 8-like isoform X1; zinc finger SWIM
domain-containing protein 8-like isoform

XLOC_013237 X3 -0.856287 -0.700345 -0.864834 -0.84995
hypothetical protein EAG_08451; Protein
XLOC_013272 CBG18438 -1.12219 -1.16801 -0.707151 -1.0116

TOX high mobility group box family
member 3-like isoform X3; TOX high
mobility group box family member 3-like
isoform X1; TOX high mobility group box

XLOC_013450 family member 3-like isoform X2 -1.73656 -1.33086 -0.658507 -0.77184
November versus January Up Regulated Genes Fold change
Gene_ID Description ELab LLab EField LField
E3 ubiquitin-protein ligase RNF13-like
XLOC_002720 isoform X3 0.759907 1.06183 0.788746 1.13943
DNA-dependent protein kinase catalytic
XLOC_003688 subunit-like 1.52998 1.29414 0.990234 0.881082
XLOC_004384 NA 2.31095 1.01827 2.02181 1.31126

probable cation-transporting ATPase 13A3-

like isoform X3; probable cation- [

XLOC_008632 transporting ATPase 13A3-like isoform X1 1.4763 1.56833 1.70405 1.29341 9

retrovirus-related Pol polyprotein from "('U'

XLOC_010089 transposon 412 0.805516 1.14459 0.824858 0.825232 E

XLOC_010888 protein AF-10-like isoform X1 0.904179 0.979349 0.946853 0.831786 o

XLOC_011978 slit homolog 2 protein-like 1.27729 1.58574 0.943433 0.815088 (o]

XLOC_013342 CRE-binding bZIP protein SKO1-like 2.0029 1.72674 1.51192 1.59286 qE
o)

_

November versus March Down Regulated Genes Fold change B

Gene_ID Description ELab LLab EField LField ()

XLOC_000319 NA -6.39625 -5.91341 -3.71982 -1.93443
XLOC_000445 NA -3.09503 -3.67297 -2.18319 -2.37024 E
Bone morphogenetic protein 3; Bone

XLOC_000567 morphogenetic protein -1.40359 -0.761931 -1.31276 -0.97403 E_
glutamate receptor, ionotropic kainate 2- Q.

XLOC_000592 like -6.0028 -4.76087 -3.57571 -3.13661 3

XLOC_000638 NA -6.11556 -5.8062 -3.37011 -1.75027 “?
XLOC_000639 NA -5.39444 -5.67405 -3.32561 -1.81602 >
XLOC_000640 UNKNOWN -2.61444 -3.37919 -2.21954 -0.97905 (o))

circadian locomoter output cycles protein o

XLOC_000671 kaput -1.91452 -2.14428 -0.833905 -1.21212 6

zinc finger protein 423 isoform X1; zinc 5

XLOC_000743 finger protein 423 isoform X3 -4.02995 -3.72062 -1.68736 -1.8322 —

XLOC_000847 NA -3.95118 -3.72324 -3.47435 -2.7494 _8

XLOC_000868 NA -5.82128 -6.08632 -3.14841 -1.76445 C

XLOC_001054 polycomb group protein Pc -2.12822 -2.02307 -1.0904 -1.03436 (V]

epidermal growth factor receptor-like E

XLOC_001201 isoform X1 -1.9969 -1.59446 -0.948602 -1.46299 =
XLOC_001491 fibrillin-2-like -1.64312 -1.2683 -1.69808 -1.09211 8_

glucose transport transcription regulator x

XLOC_001743 RGT1-like isoform X5 -1.00977 -1.40064 -1.2919 -0.87519 L

XLOC_001854 GK15001 -4.17662 -1.67924 -1.91939 -2.23695 U

XLOC_001922 NA -3.9226 -4.65757 -2.87813 -1.95584 2

LOW QUALITY PROTEIN: E3 ubiquitin- @©

XLOC_001923 protein ligase AMFR-like; NA -2.82081 -2.76601 -0.944441 -0.83077 E

>

O

)
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putative epidermal cell surface receptor-
like isoform X3; putative epidermal cell
surface receptor-like isoform X4; putative
epidermal cell surface receptor-like
XLOC_002082 isoform X1 -1.03207 -1.38118 -1.00006 -1.71345
intracellular protein transport protein
USO1 isoform X9; intracellular protein
transport protein USO1 isoformX1;
intracellular protein transport protein
XLOC_002126 USO1 isoform X4 -1.29338 -1.39537 -1.4636 -1.00486

LOW QUALITY PROTEIN: ATPase family
XLOC_002273 AAA domain-containing protein 2-like; NA -2.15995 -1.89384 -1.36327 -1.76539

uncharacterized protein LOC100883637;
protein kibra-like isoformX1; protein kibra-
like isoform X3; hemK methyltransferase
family member 1-like; protein kibra-like
XLOC_002516 isoformX2 -1.61737 -1.83798 -1.43386 -1.40537
XLOC_002641 NA -3.91636 -3.73168 -2.29028 -1.99223
protein disulfide-isomerase; dynein
intermediate chain 2, axonemal-like

XLOC_002676 isoform X1 -1.83521 -2.70821 -1.07176 -1.28419
XLOC_002677 jouberin-like -2.16729 -3.39501 -1.48141 -1.20838
XLOC_002772 protein kinase DC2 isoform X2 -2.04769 -1.82283 -2.57024 -1.47873

protein IWS1 homolog isoform X1; major
facilitator superfamily domain-containing

XLOC_002867 protein 6-like; NA -3.63021 -4.8682 -2.55362 -1.52643
XLOC_002914 Neurabin-1; NA -1.50576 -1.03405 -0.912184 -1.03677
XLOC_003020 F-box only protein 9-like -1.20265 -1.72157 -1.15218 -1.51695
XLOC_003076 thiamine transporter 2-like isoform X1 -3.22267 -3.60102 -1.91586 -1.626

XLOC_003372 NA -3.23201 -3.0219 -2.31105 -0.79977
XLOC_003373 NA -3.35061 -3.28779 -2.40453 -0.75942
XLOC_003376 hypothetical protein EAI_10632 -4.71774 -3.86827 -2.77322 -1.27842
XLOC_003656 NA -7.69007 -6.72293 -4.49449 -0.97392
XLOC_003692 xaa-Pro aminopeptidase 1-like -6.33235 -4.21449 -3.20003 -2.19633

oxidative stress-induced growth inhibitor 1-
like isoform X3; oxidative stress-induced
XLOC_003804 growth inhibitor 1-like isoform X1 -1.3415 -1.67765 -1.32836 -0.83588

unknown; uncharacterized protein
LOC102670919 isoform X1;
uncharacterized protein LOC100884121;

XLOC_004156 PWWP domain-containing protein 2B -1.71107 -1.83833 -0.841306 -0.99899
C
XLOC_004357 ornithine decarboxylase-like isoform X2 -1.81331 -1.88967 -0.837024 -0.67539 9
echinoderm microtubule-associated "('U'
XLOC_004433 protein-like CG42247-like isoform X1 -4.15721 -3.48029 -1.47681 -1.67896 E
—
XLOC_004567 L-lactate dehydrogenase-like isoform X2 -2.67519 -3.79792 -0.770505 -1.84291 (]
macoilin-2-like isoform X5; macoilin-2-like qE
XLOC_004792 isoform X2 -3.27455 -2.7218 -1.12947 -1.57075 =
dehydrogenase/reductase SDR family Z’
XLOC_005103 member 11-like isoform X1 -0.952708 -1.5805 -0.709732 -1.45278 _8
[
fatty acyl-CoA reductase 1-like; histone-
XLOC_005331 lysine N-methyltransferase SETMAR-like -4.00347 -5.32569 -1.55781 -1.70144 E
protein disabled isoform X2; protein
XLOC_005723 disabled isoform X1 -2.99617 -2.69818 -1.91861 -1.33197
XLOC_006007 NA -2.54307 -2.81 -1.99582 -1.85699
serine/threonine-protein kinase PAK 3
XLOC_006092 isoform 1; NA -1.49739 -1.58964 -1.20385 -1.04683

AGAP004970-PA-like protein;
XLOC_006431 uncharacterized protein LOC100878076 -4.20318 -1.85051 -2.27102 -1.4857
XLOC_006509 TPA_inf: venus kinase receptor; NA -2.01728 -2.23549 -0.785111 -0.80492
clustered mitochondria protein homolog
isoform X2; protein KIAA0664 homolog;
XLOC_006884 NA -3.15805 -2.43977 -1.03805 -1.51649

ATP-binding cassette sub-family A member
2-like isoform X2; tubulin polyglutamylase

XLOC_006935 complex subunit 2-like -4.34923 -4.15524 -1.88717 -2.10146
protein sidekick isoformX2; protein
XLOC_007004 sidekick isoform X6 -3.72056 -3.33797 -2.0764 -2.37986
AT-rich interactive domain-containing
XLOC_007473 protein 5B-like isoform X2 -2.80715 -2.51732 -1.84092 -0.77099
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LIM domain-binding protein 2-like isoform
X5; LIM domain-binding protein 2-like
isoform X4; LIM domain-binding protein 2-
like isoform X1; LIM domain-binding
protein 2-like isoform X6; LIM domain-

XLOC_007474 binding protein 2-like isoform X2 -1.57499 -1.63969 -1.26571 -1.15377

XLOC_007698 NA -3.68325 -3.99231 -1.95958 -1.62642
serine protease 53; carboxypeptidase B-

XLOC_008108 like -3.88872 -5.44181 -2.93231 -4.25817
Regulation of nuclear pre-mRNA domain-

XLOC_008253 containing protein -1.4271 -0.933312 -1.06877 -0.79133

solute carrier family 28 member 3-like;
solute carrier family 28 member 3-like

XLOC_008483 isoform X1; Protein lozenge; NA -7.47333 -5.45115 -4.72747 -4.73679
XLOC_008555 inhibin beta chain-like -3.51061 -3.06489 -3.03947 -1.57125
XLOC_008557 NA -3.96124 -3.3292 -2.76829 -1.65819
XLOC_008664 kazrin; kazrin-like isoform X1 -1.87128 -1.17187 -1.53011 -1.03332
XLOC_008673 NA -6.79757 -5.99119 -3.43283 -1.65537
XLOC_008714 leucine-rich repeat extensin-like protein 5 -1.72448 -1.50604 -1.04012 -1.09767
XLOC_008736 uncharacterized protein LOC100882035 -1.31908 -1.71415 -0.959057 -0.88946
ankyrin repeat and zinc finger domain-
XLOC_008762 containing protein 1-like isoform X1 -1.46216 -1.4786 -1.22672 -0.71754

basement membrane-specific heparan
XLOC_008924 sulfate proteoglycan core protein-like; NA -0.911436 -1.47412 -1.22645 -0.83703

XLOC_008947 adenomatous polyposis coli protein-like -1.94194 -2.30214 -1.00662 -1.05562
thioredoxin reductase 1 isoform 1;
thioredoxin reductase 1 isoform 2;
XLOC_008975 thioredoxin reductase 1 isoform X1 -2.2411 -2.506 -0.98454 -1.12806
XLOC_009015 pro-resilin; NA -2.20828 -2.98148 -1.96073 -1.30797

Transcriptional regulatory protein PHO23;

XLOC_009039 WD repeat-containing protein 66-like -1.90437 -1.96055 -1.15959 -0.83614
cell wall protein AWA1-like isoform X2;

XLOC_009164 zinc finger protein 182-like; NA -2.55228 -1.87196 -2.21701 -1.0772
LOW QUALITY PROTEIN: transcription

XLOC_009167 initiation factor TFIID subunit 4-like -1.2528 -0.845839 -0.653884 -0.69662
actin cytoskeleton-regulatory complex

XLOC_009306 protein PAN1-like; NA -4.53276 -3.43719 -2.91889 -2.29969

rab11 family-interacting protein 4-like

isoform X3; rab11 family-interacting [
protein 4-like isoform X2; rab11 family- _9
XLOC_009453 interacting protein 4-like isoform X1; NA -1.75306 -1.55894 -0.842513 -0.71387 "('U'
ets DNA-binding protein pokkuri-like E
XLOC_009805 isoform X1 -2.40203 -2.45776 -1.02253 -0.9435 o
guanine nucleotide-binding protein G(i) (o]
XLOC_010064 subunit alpha-like -1.61431 -1.24017 -0.641023 -0.85756 qE
AP2-associated protein kinase 1-like =
isoform X3; NA; AP2-associated protein Z’
XLOC_010075 kinase 1-like isoform X1 -1.5949 -1.33799 -1.06068 -1.26152 B
UDP-glucose 6-dehydrogenase-like isoform cC
XLOC_010098 X1 -2.40082 -1.67467 -1.06674 -1.30597
XLOC_010166 NA -1.23168 -2.8134 -1.60595 -0.98826 E
kinesin 12 isoform X1; kinesin 12 isoform
XLOC_010324 X2 -2.4687 -2.16581 -1.30935 -1.2397 E_
XLOC_010426 ubinuclein-1-like isoform X3 -2.13467 -1.96614 -1.27415 -1.04231 (e
SH3 domain-containing RING finger 3
protein 3 isoformX2; SH3 domain- “?
containing RING finger protein 3 isoform >
XLOC_010483 X4 -2.12276 -1.54819 -0.799758 -0.80918 o
XLOC_010516 NA -3.63493 -3.35975 -3.04607 -3.22486 (@]
hematopoietically-expressed homeobox 6
XLOC_010772 protein HHEX-like -2.18888 -1.73119 -1.67187 -1.35052 E
XLOC_010782 A-kinase anchor protein; NA -1.76878 -2.37394 -0.950721 -1.19525 —
GATA zinc finger domain-containing _8
XLOC_010940 protein 14-like isoform X1 -3.83669 -4.09536 -1.52698 -1.90945 C
cadherin-87A-like isoform X2; cadherin- ()
XLOC_011061 87A-like isoform X1 -1.18714 -1.15907 -1.22606 -1.0473 E
XLOC_011125 phospholipase DDHD1-like isoform X1 -2.89851 -2.41683 -1.30423 -1.61904 -
XLOC_011490 cadherin-23-like -3.14756 -2.28173 -2.01772 -2.70212 8_
general transcriptional corepressor trfA- X
XLOC_011887 like -1.1941 -1.14213 -0.609824 -0.64119 L
XLOC_012539 NA -1.72836 -1.50702 -1.87866 -1.56017 Y
whirlin-like isoform X6; whirlin-like 2
XLOC_012572 isoform X5; whirlin-like isoform X7 -4.25688 -3.99277 -2.85524 -2.89653 ©
brain-specific angiogenesis inhibitor 1-like E
XLOC_012582 isoform X2 -2.67731 -3.297 -1.40192 -1.58815 >
O
)
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ecdysteroid-regulated gene E74 isoform
X9; ecdysteroid-regulated gene E74
XLOC_012609 isoform X10 -1.01903 -1.4378 -1.12468 -1.3119

kelch domain-containing protein 10-like;
NA; Kelch repeat domain-containing

XLOC_012643 protein KIAA0265-like protein -2.19634 -2.21591 -0.84165 -0.822
XLOC_012682 autophagy protein 5 -4.44174 -4.20224 -2.22356 -1.60066
XLOC_012953 Protein suppressor of sable -3.25238 -2.41475 -0.671817 -0.67389
histone-lysine N-methyltransferase 2D-like
XLOC_012973 isoform X2 -1.81194 -1.24174 -0.912764 -1.02164
XLOC_012974 histone-lysine N-methyltransferase 2C -6.08048 -5.07772 -1.32419 -1.16619
microtubule-associated protein futsch
XLOC_013024 isoform X3 -1.75735 -1.27341 -0.767125 -2.10526
multidrug resistance-associated protein 4-
XLOC_013390 like isoform X5 -3.44656 -3.7396 -0.983117 -1.47107
XLOC_013455 mutS protein homolog 4-like -2.33049 -2.71405 -1.15721 -1.39518
XLOC_013550 flocculation protein FLO11 isoform X1 -3.67711 -2.06264 -1.5768 -1.23444
November versus March Up Regulated Genes Fold change
Gene_|D Description ELab LLab EField LField

bifunctional ATP-dependent
dihydroxyacetone kinase/FAD-AMP lyase

XLOC_000017 (cyclizing)-like 1.50365 1.70879 0.902522 1.74549

XLOC_000116 NA 1.69614 2.11925 2.47806 1.73173
transferrin isoform X2; transferrin isoform

XLOC_000170 X1 1.72901 1.79756 1.47638 1.48936

putative vacuolar protein sorting-
associated protein TDA6-like; odorant

XLOC_000172 binding protein 13 precursor 1.82569 1.26425 0.926072 0.836264
XLOC_000183 Roundabout-like protein 2.75431 1.30461 1.22064 1.70252
fibrillin-2-like; fibrillin-1-like; nimrod C2
XLOC_000209 isoform X5 3.46052 2.33922 1.98428 1.49593
LOW QUALITY PROTEIN: cytochrome ¢
XLOC_000348 oxidase subunit 3-like 1.29027 2.35442 1.66558 1.46976
XLOC_000400 hypothetical protein LOC100646468 1.27063 1.22028 1.05776 1.41615
39S ribosomal protein L38, mitochondrial
XLOC_000432 isoform X2 1.30715 1.42954 1.00938 0.935193
XLOC_000750 kinesin 6A isoform X2 1.29475 0.652609 0.704655 0.759243
hemolymph lipopolysaccharide-binding
XLOC_000808 protein-like 2.87204 2.15737 1.96199 1.72007

GA29194; gag-pol polyprotein precursor;

probable sodium/potassium/calcium [
exchanger CG1090-like; Retrovirus-related 9
XLOC_000861 Pol polyprotein from transposon 17.6 1.8841 2.41287 1.43934 1.57991 "('U'
—
LOW QUALITY PROTEIN: homogentisate (]
1,2-dioxygenase; uncharacterized protein c
LOC100878942; proto-oncogene tyrosine- =
XLOC_000900 protein kinase receptor Ret-like isoform X3 1.91335 1.45075 1.24333 1.1363 Z’
beta-1,4-N- B
acetylgalactosaminyltransferase bre-4 cC
XLOC_000973 isoform X1 1.32632 0.665537 1.23635 1.05251
low density lipoprotein receptor adapter E
protein 1-B-like isoform X1; low density
lipoprotein receptor adapter protein 1-B- Q.
XLOC_000974 like isoform X2 1.30719 1.25365 2.06999 1.51145 Q
protein GPR107-like isoform X2; protein U?)
XLOC_001140 GPR107-like isoform X1 2.03368 1.95068 1.30015 1.14415 .
apolipoprotein of lipid transfer particle-Iil; >
XLOC_001291 unknown 2.55516 2.52097 0.999428 1.74513 (o))
XLOC_001519 NA 0.877949 1.37817 1.28874 0.772334 (@]
guanine nucleotide exchange factor for 6
XLOC_001757 Rab-3A-like isoform X5 1.49645 1.55807 2.02369 0.688201 E
XLOC_001885 probable cytochrome P450 6a14 2.50164 1.51213 1.55979 1.24315 —
XLOC_002020 dipeptidyl peptidase 3-like isoform 1 1.02069 1.03469 0.797325 0.941222 _8
C
XLOC_002096 very-long-chain enoyl-CoA reductase-like 2.34271 1.92626 1.49978 0.702429 (V]
vacuolar fusion protein MON1 homolog A- E
XLOC_002128 like 1.46861 1.10432 0.859105 1.04562 q:)
Q
X
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G
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voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X4;

voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X2;

scm-like with four MBT domains protein 2-

like; voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X1;

voltage-dependent calcium channel

XLOC_002234 subunit alpha-2/delta-3-like isoform X3 1.60401 1.7161 1.64443 1.16477

XLOC_002267 phosphoglycolate phosphatase-like 1.22418 1.11837 1.73753 3.00243

XLOC_002394 1,4-alpha-glucan-branching enzyme-like 0.632434 0.628256 1.01848 0.708103

XLOC_002473 beta-galactosidase-like isoform X1 1.69982 1.92783 1.18379 1.65342

XLOC_002510 B-cell receptor-associated protein 31-like 0.689085 0.935705 1.20993 0.68041
organic cation transporter protein-like

XLOC_002544 isoform X1 1.48868 1.69124 0.986312 0.891967

probable serine/threonine-protein kinase
tsuA-like; poly(U)-specific

XLOC_002633 endoribonuclease homolog 1.0323 1.19338 1.04638 1.04769
E3 ubiquitin-protein ligase RNF13-like
XLOC_002720 isoform X3 1.16382 1.4514 0.665909 1.15851

probable 2-oxoglutarate dehydrogenase
E1 component DHKTD1 homolog,

XLOC_002803 mitochondrial-like isoform X2 1.48882 1.26853 1.11989 1.24163
ATP synthase subunit delta, mitochondrial
XLOC_002909 isoform 3 1.77845 1.0803 1.02075 0.788689
hemolymph lipopolysaccharide-binding
XLOC_002958 protein-like 2.87624 3.24502 1.30312 1.12232

phospholipase B1, membrane-associated-
like isoform X1; phospholipase B1,
membrane-associated-like isoform X2;
phospholipase B1, membrane-associated-
like isoform X3; phospholipase B1,
membrane-associated-like; NA; piggyBac
transposable element-derived protein 4-
XLOC_002965 like 1.2822 1.14989 1.673 1.58391
XLOC_003039 Protein CBG01525 1.94829 1.25179 0.974401 1.21429
NADP-dependent malic enzyme isoform
X2; NADP-dependent malic enzyme

XLOC_003053 isoformX1 2.20468 1.93941 0.933031 1.39181
C
XLOC_003073 tetratricopeptide repeat protein 27-like 1.54362 0.854052 0.896729 0.684391 9
26S proteasome non-ATPase regulatory "('U'
XLOC_003082 subunit 1-like 1.70847 2.3377 1.09148 1.55636 E
XLOC_003104 myophilin 0.901412 1.34867 0.859767 0.63533 o
'_9
transaldolase; UDP-galactose translocator; c
XLOC_003407 zinc finger protein 330 homolog 0.626347 0.768737 1.18485 0.735647 =

XLOC_003423 dentin sialophosphoprotein-like 1.38687 1.45197 0.9966 1.53967 Z’

XLOC_003594 probable chitinase 2-like 2.62316 2.27683 1.9135 1.51723 B
XLOC_003700 antitrypsin-like 1.62514 1.40216 1.46173 1.27774 (=

XLOC_003727 protein yellow-like 1.45315 2.06549 1.98923 1.65939
Transposable element Tc3 transposase; E

XLOC_003951 AAELO04957-PA 2.32098 1.77477 0.939756 0.975128

dimethyladenosine transferase 1,
XLOC_004040 mitochondrial 0.781623 0.763038 0.822052 1.08088

serine proteinase stubble isoform X3;
inhibitor of growth protein 3; serine
XLOC_004157 proteinase stubble isoform X2 1.78774 3.6801 1.09825 1.17625

adipokinetic hormone receptor; vacuolar
protein sorting-associated protein 37B-

XLOC_004632 like; WAS protein family homolog 1-like 1.0213 1.29354 1.41875 1.07825
coiled-coil domain-containing protein 39-

XLOC_004664 like 1.7276 1.05419 1.01268 0.956536

putative serine protease K12H4.7-like
XLOC_004692 isoform X2 1.60191 2.24677 1.35088 1.60539
XLOC_004836 NA; cytochrome P450 9e2-like 1.67461 1.49233 1.26704 1.95544
trehalase-like isoform X3; trehalase-like

XLOC_004853 isoform X2 0.852726 0.932697 1.7031 0.883262
transmembrane 7 superfamily member 3-

XLOC_004872 like isoform X2 1.96168 2.03697 1.32663 1.19936

XLOC_005013 uncharacterized protein LOC100875756 1.78502 1.65842 1.06829 1.17531

putative leucine-rich repeat-containing
XLOC_005171 protein DDB_G0290503 isoform X2 1.0112 1.1447 0.836913 0.628139
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STT3, subunit of the
oligosaccharyltransferase complex,

XLOC_005245 homolog B 1.23794 1.33743 1.10552 0.842241
XLOC_005286 enolase-phosphatase E1-like; NA 1.57743 1.29438 1.03455 1.0806

XLOC_005354 lysosomal aspartic protease 1.30771 1.06768 0.841834 0.678833
XLOC_005498 slit homolog 2 protein 2.46266 1.45209 0.906142 2.21633
XLOC_005499 prosaposin isoformX1 1.15919 1.50353 1.61611 1.22729
XLOC_005557 defensin-2 precursor 4.20264 475516 3.17195 3.71842
XLOC_005703 Protein CBG22994 3.3524 2.00884 1.98434 1.98708
XLOC_005708 hypothetical protein SINV_02134 1.99551 2.10103 2.31298 1.85039

intracellular protein transport protein
USO1 isoform X2; intracellular protein
transport protein USO1 isoform X3;
intracellular protein transport protein
XLOC_005969 USO1 isoform X1 0.6358 0.769531 1.21005 1.24572

E3 ubiquitin-protein ligase LRSAM1-like
isoform X2; E3 ubiquitin-protein ligase
LRSAM1-like isoform X1; E3 ubiquitin-
XLOC_006082 protein ligase LRSAM1-like isoform X3 1.13846 1.40642 0.820937 1.0075
XLOC_006239 CD63 antigen isoform X3 1.04611 1.84318 1.36058 1.61607
ropporin-1-like protein-like;
transmembrane protein 132C-like isoform

XLOC_006456 X2; Ropporin-1-like protein 3.07679 2.43847 1.58482 1.70652
ATP-dependent RNA helicase DDX42-like
XLOC_006480 isoform X2 1.8849 1.23173 0.739482 1.06486

microsomal triglyceride transfer protein
large subunit isoform X1; microsomal
triglyceride transfer protein large subunit

XLOC_006528 isoform X2 1.6989 0.74555 1.47132 0.717422
serine/threonine-protein kinase fused

XLOC_006557 isoform X1 1.40857 1.12571 0.728722 0.585465

XLOC_006618 neuroendocrine convertase 1-like 2.27965 1.42942 1.41255 1.85226

uncharacterized transmembrane protein
DDB_G0289901-like; cytochrome P450

peptidoglycan-recognition protein S2
precursor; pyridoxine-5'-phosphate
oxidase-like isoform X2; peptidoglycan-
recognition protein S2 isoform X1;
peptidoglycan-recognition protein LB
isoform X1; pyridoxine-5'-phosphate

XLOC_006693 6AS5; hypothetical protein 2.34481 0.810436 1.33376 1.11939
XLOC_006844 NA 2.29657 1.93637 0.988697 0.973896
alpha-2-macroglobulin receptor-associated
XLOC_007069 protein-like 1.06145 1.34651 0.9713 0.904445
acyl-CoA Delta(11) desaturase-like; acyl-
XLOC_007125 CoA desaturase 1-like 1.51348 1.58093 1.95892 1.35504
beat protein, putative; GI17145;
XLOC_007577 hypothetical protein V502_03873 2.74371 2.73968 1.4286 1.33746
XLOC_007675 probable cytochrome P450 304al 1.51264 2.45039 2.51965 2.26726
XLOC_007693 COMM domain-containing protein 4-like 2.44357 1.5611 0.925062 1.91384 [
XLOC_007706 proteasome subunit alpha type-2 0.670538 1.85662 0.631973 1.18309 9
methylglutaconyl-CoA hydratase, "('U'
XLOC_007772 mitochondrial-like isoform 1 0.710416 0.862048 1.3232 0.809647 E
—
thyrotropin-releasing hormone receptor- (o]
XLOC_007799 like; cytochrome P450 9e2-like 2.23402 1.45183 2.16927 1.55999 qE
XLOC_007819 NA 1.25219 1.38871 0.768567 1.51568 =
XLOC_008054 renin receptor-like isoform X3 1.50518 1.76169 1.0292 0.645333 Z’
(]
-+
[
£

XLOC_008127 oxidase-like isoform X1 0.919897 1.08268 1.31273 2.20449
XLOC_008170 cysteine dioxygenase type 1-like 1.80707 2.19191 1.33861 2.88108
XLOC_008342 vitellogenin precursor 2.30638 1.97523 1.77136 1.35367

alcohol dehydrogenase class-3 isoform X2;
phosphatidylinositol-glycan biosynthesis

XLOC_008359 class F protein-like 1.36898 1.24945 0.7792 0.788414
alkaline phosphatase, tissue-nonspecific
XLOC_008471 isozyme-like isoform X1 1.24343 0.912746 1.36664 1.31764
T-complex protein 1 subunit delta-like
XLOC_008660 isoform 1 0.968329 0.768328 0.577088 0.591241
XLOC_008763 solute carrier family 35 member G1-like 1.38106 1.28955 1.211 0.832413

chitinase-like protein Idgf4-like isoform X2;

XLOC_009032 chitinase-like protein Idgf4-like isoform X1 2.38227 2.4519 1.31092 1.05362

XLOC_009067 sterol O-acyltransferase 1-like 2.79806 2.53313 1.9634 1.71556

XLOC_009205 60S ribosomal protein L11-like 1.7881 1.41367 1.0435 1.01947
serine/arginine repetitive matrix protein 1-

XLOC_009248 like isoform X1 0.951424 1.14887 0.685215 0.757128

XLOC_009257 NADH dehydrogenase 1.1308 0.95325 0.811921 1.21129
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putative leucine-rich repeat-containing
protein DDB_G0290503-like isoform X1;
putative leucine-rich repeat-containing

XLOC_009270 protein DDB_G0290503-like isoform X2 1.3828 1.0573 1.35494 0.985919

XLOC_009292 NA 0.977403 0.906172 0.898156 0.929471

XLOC_009303 CD151 antigen isoformX1 0.651443 1.12698 0.690324 1.19125

XLOC_009376 cytochrome P450 9e2 3.38511 3.12983 2.89255 1.51497
fructose-1,6-bisphosphatase 1-like isoform

XLOC_009817 X1 3.19996 2.94356 1.52238 1.66606

XLOC_009968 39S ribosomal protein L54, mitochondrial 1.81803 1.96939 1.17471 1.37501
cytochrome c oxidase subunit 4 isoform 1,

XLOC_009997 mitochondrial isoform X1 1.48588 0.998534 0.721195 0.947051

LOW QUALITY PROTEIN: ceramide
XLOC_010014 synthase 6 1.92981 0.982425 1.65441 1.66524
XLOC_010287 aquaporin AQPAN.G-like isoform X5 1.27238 2.78355 1.6136 1.0617

lymphocyte cytosolic protein 2-like
isoform X2; lymphocyte cytosolic protein 2-

XLOC_010550 like isoform X1 2.07657 0.781873 1.13293 1.14285
ubiquitin-like domain-containing CTD
XLOC_010610 phosphatase 1-like isoform 1 1.87744 1.32488 0.79157 0.903492
trans-1,2-dihydrobenzene-1,2-diol
XLOC_010624 dehydrogenase-like isoformX2 3.34743 2.37448 1.43242 0.985214
XLOC_010685 carboxypeptidase Q-like isoform 1 1.88283 1.74811 0.869291 1.55134
XLOC_010774 prostaglandin reductase 1-like 1.64745 1.22159 0.728251 0.861131
XLOC_010843 NA 1.98626 1.89745 1.54027 1.56765
XLOC_011178 26S protease regulatory subunit 7 0.862812 0.777795 0.66126 0.814379

KH domain-containing, RNA-binding, signal
transduction-associated protein 3-like
isoformX2; KH domain-containing, RNA-
binding, signal transduction-associated
protein 3-like isoform X4; L-galactose

XLOC_011328 dehydrogenase-like isoform X1; NA 1.65383 1.22705 0.978352 0.883898

XLOC_011811 selenoprotein S-like 1.63379 1.53464 1.19466 0.845155

XLOC_011815 phosphoglycerate kinase isoform 1 1.28327 1.23649 0.952739 1.42729
peroxisomal biogenesis factor 19-like

XLOC_011927 isoform X2 1.66168 1.72078 0.850193 1.17496

XLOC_011959 codanin-1-like 0.863971 1.43053 1.31505 1.04498

XLOC_011978 slit homolog 2 protein-like 3.14245 3.07718 2.60638 1.98241
serine/threonine/tyrosine-interacting

XLOC_012370 protein-like 2.36408 2.12438 1.05324 1.60741

transmembrane protein 64-like isoform 1;
26S proteasome non-ATPase regulatory

XLOC_012528 subunit 2 0.69282 0.665037 0.692864 0.895571
C
ABC transporter G family member 20-like; 9
XLOC_012926 STAM-binding protein-like isoform X1 1.05559 1.26358 1.38641 0.860924 "('U'
cytoplasmic aconitate hydratase-like E
XLOC_012976 isoform 1 1.30195 1.34691 0.762615 1.24068 o
dentin sialophosphoprotein-like isoform (o]
XLOC_013010 X1 1.91898 1.34544 1.03352 0.895341 qE
XLOC_013059 extended synaptotagmin-1 isoform X2 1.76759 1.70806 1.02474 1.04082 Z’
GH11933; GM17678; uncharacterized B
XLOC_013094 protein LOC100879727 1.48622 1.66671 0.955457 1.94458 (=
XLOC_013342 CRE-binding bZIP protein SKO1-like 2.10034 2.26716 1.73886 1.78568
AAEL014316-PA; uncharacterized protein E
XLOC_013445 LOC100875253 2.67876 2.28028 1.46264 1.82054
November versus May Down Regulated Genes Fold change
Gene_|D Description ELab LLab EField LField
XLOC_001360 inactive tyrosine-protein kinase 7-like -1.90022 -1.30586 -1.49186 -2.41635
Low-density lipoprotein receptor-related
XLOC_001548 protein -1.31476 -0.825519 -0.883264 -2.20039
XLOC_001549 SCO-spondin -1.55866 -1.15701 -0.887249 -2.45068
XLOC_002311 fibrillin-1-like -2.58342 -1.71073 -1.57853 -2.4697
Opioid-binding protein/cell adhesion
XLOC_003459 molecule-like protein -2.56543 -2.18593 -1.6385 -1.21054

cuticular protein analogous to peritrophins
3-C precursor; cuticular protein analogous

XLOC_004315 to peritrophins 3-C isoform X1 -2.03884 -1.91911 -0.846597 -1.55098
dehydrogenase/reductase SDR family
XLOC_005103 member 11-like isoform X1 -2.10864 -2.03807 -1.0722 -1.32061
ATP-dependent RNA helicase WM6-like
XLOC_005735 isoform X2 -0.945008 -0.654885 -0.715148 -1.39031
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hypothetical protein LOC100648478;
proton-coupled amino acid transporter 1-
like; luciferin 4-monooxygenase;
uncharacterized protein LOC102679348;

XLOC_005793 Protein CBG24464 -1.61061 -1.79777 -0.805202 -1.08085
XLOC_006055 heat shock protein 90 -1.40257 -1.31225 -1.24537 -1.60469
probable serine/threonine-protein kinase
XLOC_006626 CG32666-like isoform X4 -1.16344 -2.05834 -1.49793 -1.23628
MATH and LRR domain-containing protein
XLOC_007192 PFEO570w-like -0.762231 -0.72142 -0.704589 -1.52196
XLOC_007219 histone H3-like -3.4622 -3.65013 -4.66522 -3.54494
glutamyl-tRNA(GIn) amidotransferase
XLOC_008665 subunit A, mitochondrial isoform X2 -1.20911 -1.10877 -1.1174 -1.11204
probable rRNA-processing protein EBP2
XLOC_008680 homolog -1.12266 -0.881733 -0.966935 -1.51568
histone-lysine N-methyltransferase
XLOC_008958 SETMAR-like -1.26487 -0.852147 -0.871285 -0.89969
XLOC_008965 facilitated trehalose transporter Tret1-like -1.64562 -2.71789 -1.71369 -2.48265
XLOC_009738 nucleolar protein 58-like -1.81247 -1.81009 -1.32729 -1.48454
guanine nucleotide-binding protein G(i)
XLOC_010064 subunit alpha-like -1.62016 -1.03317 -1.37286 -1.93575

S-adenosylmethionine synthase-like
isoform X2; S-adenosylmethionine

XLOC_010077 synthase-like isoform X1 -1.32683 -2.66721 -0.938533 -2.58651
XLOC_010282 protein lethal(2)essential for life-like -2.3665 -2.00483 -4.57975 -3.86023
activator of 90 kDa heat shock protein
XLOC_011050 ATPase homolog 1-like isoform 2 -1.25806 -1.52423 -1.64099 -2.10323
ribosomal RNA processing protein 1
XLOC_011171 homolog -1.24675 -1.10419 -1.15262 -1.57178
November versus May Up Regulated Genes Fold change
Gene_ID Description Elab Llab Efield Lfield

p21-activated protein kinase-interacting
protein 1-like; mitochondrial enolase

XLOC_000014 superfamily member 1-like 0.791766 1.21509 1.28593 2.00239
transferrin isoform X2; transferrin isoform
XLOC_000170 X1 1.64081 1.8106 0.72509 1.38604
probable peroxisomal acyl-coenzyme A
XLOC_000178 oxidase 1-like isoform X1 1.20798 1.16307 1.62987 1.92028
beta-1,4-N-
acetylgalactosaminyltransferase bre-4
XLOC_000973 isoform X1 0.990811 0.697403 1.32508 1.84728
2-acylglycerol O-acyltransferase 1-like [
XLOC_001027 isoform X2 2.06307 1.67173 1.39454 2.56701 _9
tubulin-specific chaperone cofactor E-like "('U'
XLOC_001534 protein-like isoform X5 1.03429 1.30068 1.53473 1.38683 E
endothelin-converting enzyme 1-like o
XLOC_001830 isoform X2 1.2642 0.900132 2.46864 4.08365 (o]
XLOC_001884 probable cytochrome P450 6a14 2.64119 1.96535 1.79888 1.32792 qE
vacuolar fusion protein MON1 homolog A- =
XLOC_002128 like 1.37926 1.35333 0.805929 1.60049 Z’
(]
-+
[
voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X4; E

voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X2;
scm-like with four MBT domains protein 2-
like; voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X1;
voltage-dependent calcium channel
XLOC_002234 subunit alpha-2/delta-3-like isoform X3 2.28446 1.74261 2.69412 3.13865
XLOC_002267 phosphoglycolate phosphatase-like 1.77116 2.26048 2.22424 4.69938
insulin-like growth factor-binding protein
complex acid labile subunit-like isoform
XLOC_002464 X6; NA 1.10564 1.92096 1.40608 2.55601
XLOC_002606 histone demethylase UTY-like 1.85651 1.57419 2.95324 2.61206
Gag-Pol polyprotein; putative gag-pol
protein; gag-pol polyprotein; retrovirus-
related Pol polyprotein from transposon

XLOC_003207 412 1.25585 0.888782 0.659827 0.77809
DNA-dependent protein kinase catalytic

XLOC_003688 subunit-like 1.93975 2.42888 0.882101 1.08853

XLOC_003700 antitrypsin-like 1.34754 1.71332 0.993686 2.12871

XLOC_003727 protein yellow-like 2.46811 1.92622 1.45353 1.56375

XLOC_004576 NA 1.50129 1.71511 1.38009 1.16094

XLOC_004644 probable cytochrome P450 6a14 2.96651 1.8562 2.04158 1.31375
trehalase-like isoform X3; trehalase-like

XLOC_004853 isoform X2 1.43586 0.807289 1.24873 2.55595
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XLOC_005178 LOW QUALITY PROTEIN: synaptogyrin-2 0.977541 0.640635 0.879847 0.630424
XLOC_005708 hypothetical protein SINV_02134 1.13011 1.86932 0.872083 2.02979
intracellular protein transport protein
USO1 isoform X2; intracellular protein
transport protein USO1 isoform X3;
intracellular protein transport protein
XLOC_005969 USO1 isoform X1 0.943718 0.758028 1.07773 1.89201

succinyl-CoA ligase; B-cell CLL/lymphoma 6
member B protein-like isoform X3; broad-
complex core protein isoforms 1/2/3/4/5-
like; probable succinyl-CoA ligase; zinc
finger and BTB domain-containing protein

XLOC_006244 12-like isoform X3 0.863026 1.37112 1.08654 0.997324

XLOC_006826 filamin-like 1.07386 0.788336 0.966519 0.669447
acyl-CoA Delta(11) desaturase-like; acyl-

XLOC_007125 CoA desaturase 1-like 1.5447 1.53842 1.09331 2.32417

membrane metallo-endopeptidase-like 1-
like isoform X1; membrane metallo-
endopeptidase-like 1-like isoform X2;

membrane metallo-endopeptidase-like 1-

XLOC_007157 like isoform X4 2.51037 1.84952 3.798 5.12476
G-protein coupled receptor Mth2; G-
XLOC_007364 protein coupled receptor Mth2-like 1.07175 0.759531 1.51537 2.1259
XLOC_007675 probable cytochrome P450 304al 2.42562 2.60989 1.0459 0.794614
methylglutaconyl-CoA hydratase,
XLOC_007772 mitochondrial-like isoform 1 1.49088 1.09299 1.26372 1.50372
XLOC_008342 vitellogenin precursor 2.61617 2.19515 2.54016 4.40232
alkaline phosphatase, tissue-nonspecific
XLOC_008471 isozyme-like isoform X1 1.22741 0.912605 1.3442 1.47756
XLOC_008559 growth/differentiation factor 8-like 1.14805 0.835426 0.595997 1.28722

DNA-directed RNA polymerase Il subunit
RPB1-like isoform X2; endothelin-
converting enzyme 1 isoformX1;

endothelin-converting enzyme 1 isoform

XLOC_008560 X3 1.53937 0.925303 1.10121 0.757176
XLOC_008880 AAELO09939-PA; NA 1.94053 2.71347 1.92468 2.72487
XLOC_009067 sterol O-acyltransferase 1-like 3.20971 3.19117 1.15553 1.32291
XLOC_009292 NA 1.44461 1.82984 1.07876 2.58231

leucine-rich repeat and immunoglobulin-
like domain-containing nogo receptor-

XLOC_009328 interacting protein 2-like isoform X2 0.922541 1.05426 1.61726 1.20681
XLOC_009487 thiolester-containing protein 7 isoform X2 2.26295 2.23399 1.51511 0.831849
fructose-1,6-bisphosphatase 1-like isoform [
XLOC_009817 X1 2.76334 3.17643 0.634717 0.847193 '4%
) ) ©
putative ferric-chelate reductase 1 E
homolog isoformX1; putative ferric- o
XLOC_009976 chelate reductase 1 homolog isoform X2 1.00011 1.10697 1.40651 1.25712 (]
LOW QUALITY PROTEIN: ceramide qE
XLOC_010014 synthase 6 2.72583 1.9941 1.69546 2.45966 =
XLOC_010222 trichohyalin 0.889642 1.00615 1.30878 1.53044 Z’
XLOC_010287 aquaporin AQPAN.G-like isoform X5 1.17866 2.65865 0.745425 1.02177 B
[
mediator of RNA polymerase ||
XLOC_010475 transcription subunit 1-like isoform X1 1.12444 1.6583 2.13945 1.94443 E
XLOC_010824 Protein CBG24896 1.48349 1.27777 2.97786 1.84461
ring canal kelch homolog isoform X1; ring
XLOC_011150 canal kelch homolog isoform X2 1.3227 1.20599 1.6071 0.971226
XLOC_012381 NA 2.39558 3.30194 2.03118 3.44214
XLOC_012475 Neuroligin-4, X-linked 2.75022 2.31759 1.26803 1.56411
galactosylgalactosylxylosylprotein 3-beta-
XLOC_012854 glucuronosyltransferase | 0.986492 1.34939 0.624251 0.753575

ABC transporter G family member 20-like;

XLOC_012926 STAM-binding protein-like isoform X1 1.0226 1.14958 1.2322 1.05378
January versus March Down Regulated Genes Fold change
Gene_|D Description ELab LLab EField LField
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membrane-associated guanylate kinase,
WW and PDZ domain-containing protein 2
isoform X6; membrane-associated
guanylate kinase, WW and PDZ domain-
containing protein 2 isoform X3;
membrane-associated guanylate kinase,
WW and PDZ domain-containing protein 2
isoform X4; membrane-associated
guanylate kinase, WW and PDZ domain-

XLOC_001255 containing protein 2 isoform X5 -1.61277 -0.866413 -0.721585 -0.67016
XLOC_005153 interaptin-like -1.62244 -0.851872 -1.23555 -0.92814
protein disabled isoform X2; protein
XLOC_005723 disabled isoform X1 -0.925606 -0.950133 -1.12607 -1.23173
XLOC_006277 zinc finger protein 800-like isoform X3 -2.07711 -1.47051 -1.36621 -1.21407
XLOC_009202 translational activator GCN1-like -0.785683 -0.751714 -0.878482 -0.74848
XLOC_009686 hyccin-like isoform X2 -2.39825 -1.45709 -0.98077 -1.52478
probable G-protein coupled receptor 125-
XLOC_010635 like -2.12821 -1.14714 -1.54789 -1.24454

scavenger receptor class B member 1
isoform X5; scavenger receptor class B

XLOC_010745 member 1 isoform X2 -1.88711 -0.962065 -0.727644 -0.7829
January versus March Up Regulated Genes Fold change
Gene_|D Description ELab LLab EField LField

bifunctional ATP-dependent
dihydroxyacetone kinase/FAD-AMP lyase

XLOC_000017 (cyclizing)-like 1.41951 1.55999 0.841941 1.35272
protein brown; transcriptional regulator

XLOC_000176 ATRX homolog 1.03909 0.701954 0.625806 0.919161

XLOC_000183 Roundabout-like protein 1.9434 1.13037 1.16451 1.97119
fibrillin-2-like; fibrillin-1-like; nimrod C2

XLOC_000209 isoform X5 2.8817 0.621235 1.84942 1.36406

LOW QUALITY PROTEIN: homogentisate
1,2-dioxygenase; uncharacterized protein
LOC100878942; proto-oncogene tyrosine-
XLOC_000900 protein kinase receptor Ret-like isoform X3 1.15831 1.0252 1.58047 1.20692
low density lipoprotein receptor adapter
protein 1-B-like isoform X1; low density
lipoprotein receptor adapter protein 1-B-

XLOC_000974 like isoform X2 1.6386 1.18947 1.60785 1.74119
peptidyl-prolyl cis-trans isomerase FKBP14-
XLOC_001207 like 0.991592 1.3063 0.952865 1.21951 C
putative fatty acyl-CoA reductase CG5065- 9
XLOC_001326 like 1.47661 1.05012 1.08408 1.40717 E
XLOC_001361 homeobox protein OTX1 A-like isoform X1 0.761825 0.797405 1.33192 1.04588 é
| g
sodium-coupled monocarboxylate c
transporter 2-like isoform X2; heat shock =
protein 83-like; integrin-alpha FG-GAP Z’
XLOC_001366 repeat-containing protein 2-like 1.32754 1.26 1.24359 1.38375 _8
[
BMP-binding endothelial regulator protein
isoform X1; BMP-binding endothelial E
XLOC_001523 regulator protein isoform X2 1.27288 0.906537 1.37752 1.62667
XLOC_001568 dynactin subunit 5 1.33149 0.73484 0.73526 0.914417
XLOC_001627 NA 2.82881 2.26495 2.42639 1.9307
guanine nucleotide exchange factor for
XLOC_001757 Rab-3A-like isoform X5 1.20547 0.758421 1.87246 0.841967
gamma-interferon-inducible-lysosomal
XLOC_002009 thiol reductase-like 1.25902 1.20575 1.45448 1.04823
XLOC_002098 cysteine-rich protein 2-binding protein-like 0.895182 0.945923 1.39774 0.879549
vacuolar fusion protein MON1 homolog A-
XLOC_002128 like 1.46984 0.705956 0.800758 1.01362

voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X4;
voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X2;
scm-like with four MBT domains protein 2-
like; voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X1;
voltage-dependent calcium channel
XLOC_002234 subunit alpha-2/delta-3-like isoform X3 1.01318 1.39851 1.17505 1.19138
XLOC_002267 phosphoglycolate phosphatase-like 0.945737 0.920559 1.64732 3.52755
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NADP-dependent malic enzyme isoform
X2; NADP-dependent malic enzyme

XLOC_003053 isoformX1 1.90831 1.06576 1.12935 1.0513
XLOC_003370 Ac1147-like protein 0.838523 3.20974 1.46495 4.02074
XLOC_003423 dentin sialophosphoprotein-like 1.31922 1.13787 0.821117 1.27788
XLOC_003700 antitrypsin-like 1.45375 0.881096 1.07136 1.40184
XLOC_003727 protein yellow-like 0.705252 1.09662 0.97582 1.57722
XLOC_004087 transferrin 1 precursor 1.47562 1.51247 1.09871 1.6443
XLOC_004486 uncharacterized protein LOC100865969 1.01525 2.93248 1.91902 3.4455
XLOC_004539 dipeptidase 1 isoform X1 1.07571 0.876752 1.24849 0.683222
ND5_10414 NADH dehydrogenase subunit
XLOC_004541 5 (mitochondrion) 2.21077 1.05245 1.45665 0.682477
XLOC_004576 NA 1.09358 1.30796 1.04431 1.5382
XLOC_004760 hexamerin 70c precursor 2.31586 1.72222 1.45436 2.09564
transmembrane 7 superfamily member 3-
XLOC_004872 like isoform X2 1.09762 1.18656 0.788574 1.12613
XLOC_005067 Acl147 1.01311 2.84544 1.35601 3.92667
XLOC_005354 lysosomal aspartic protease 1.22092 0.600234 0.648211 1.09302
XLOC_005499 prosaposin isoformX1 0.929184 0.701646 0.974615 1.26117
hemolymph lipopolysaccharide-binding
XLOC_005541 protein-like 1.55571 1.27921 1.395 0.59693
XLOC_005557 defensin-2 precursor 3.79765 3.92365 3.41796 6.00043
XLOC_005708 hypothetical protein SINV_02134 1.00077 1.2738 1.39496 1.71455
XLOC_005847 NA 1.58593 2.37477 1.88103 2.64538

mushroom body large-type Kenyon cell-
specific protein 1; mushroom body large-
type Kenyon cell-specific protein 1 isoform
XLOC_005848 X2 0.751695 1.68926 1.06063 1.69207
XLOC_006239 CD63 antigen isoform X3 0.593359 0.830673 1.0773 1.53884
armadillo segment polarity protein
isoform X2; armadillo segment polarity
protein isoform X1; atrial natriuretic
peptide-converting enzyme isoform X3;
armadillo segment polarity protein

XLOC_006415 isoform X6 1.09925 0.587985 0.599717 0.798458
ATP-dependent RNA helicase DDX42-like
XLOC_006480 isoform X2 1.3668 0.890433 0.837625 1.13262
XLOC_006690 probable cytochrome P450 6a17 isoform 1 0.820608 1.16 0.950872 1.18153
probable methylmalonate-semialdehyde
XLOC_006713 dehydrogenase 0.763061 0.610649 0.660891 0.933476
organic cation transporter protein-like
XLOC_007077 isoform 1 1.02452 0.859868 1.59056 1.12489
acyl-CoA Delta(11) desaturase-like; acyl-
XLOC_007125 CoA desaturase 1-like 1.27148 1.10602 1.45223 1.59971
muscle segmentation homeobox-like [
XLOC_007303 isoform X2 1.22861 1.1864 0.928819 1.44125 _9
beat protein, putative; GI117145; "('.U'
XLOC_007577 hypothetical protein V502_03873 1.98497 1.51771 1.7679 1.77322 E
protein unc-13 homolog D isoform X1; o
protein unc-13 homolog D isoform X2; (o]
. . Y=
protein unc-13 homolog D isoform X5; c
XLOC_007579 protein unc-13 homolog D isoform X4 1.57857 0.670217 0.884513 1.0872 =
XLOC_007675 probable cytochrome P450 304al 1.73431 1.76274 1.81639 2.58504 Z’
XLOC_007819 NA 1.92082 2.11572 1.82158 2.53648 B
[
XLOC_007820 steroid receptor seven-up, isoforms B/C 1.42765 0.803084 1.05376 0.970877
XLOC_007963 endochitinase isoform 2 2.09832 0.871682 1.40133 1.04832 E
XLOC_008054 renin receptor-like isoform X3 1.27522 0.881174 0.838171 0.756495
XLOC_008097 fumarylacetoacetase 1.6115 1.22044 0.824676 1.10194
XLOC_008121 protein hairy isoform X2 1.61104 2.0685 0.816999 1.4034
XLOC_008170 cysteine dioxygenase type 1-like 1.66847 1.51991 1.48626 2.05543

uncharacterized protein LOC100877842;
GPI ethanolamine phosphate transferase 3

XLOC_008192 like 1.97504 2.60964 2.40973 3.02311

XLOC_008342 vitellogenin precursor 1.76845 1.27831 1.41267 2.37754

XLOC_008350 vitellogenin precursor 2.38095 1.18508 1.82801 2.77871
alkaline phosphatase, tissue-nonspecific

XLOC_008471 isozyme-like isoform X1 1.39991 1.16766 0.975362 1.35938

XLOC_008889 golgin subfamily B member 1-like 1.44763 0.908157 1.20712 1.66686

chitinase-like protein Idgf4-like isoform X2;

XLOC_009032 chitinase-like protein Idgf4-like isoform X1 1.85888 1.63711 0.711915 1.03
XLOC_009067 sterol O-acyltransferase 1-like 0.918358 1.14655 1.37318 2.47802
XLOC_009205 60S ribosomal protein L11-like 1.86816 0.892499 0.684829 0.810672

putative leucine-rich repeat-containing
protein DDB_G0290503-like isoform X1;
putative leucine-rich repeat-containing

XLOC_009270 protein DDB_G0290503-like isoform X2 1.09688 0.677408 0.954814 1.27352
XLOC_009292 NA 0.835717 0.884022 0.746291 1.07181
XLOC_009303 CD151 antigen isoformX1 1.39891 1.03949 0.788087 1.52541
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MOSC domain-containing protein 2,

XLOC_009321 mitochondrial-like 1.04293 0.999788 1.0189 1.37446
serine--pyruvate aminotransferase,
XLOC_009565 mitochondrial-like isoform X3 0.881754 0.955233 1.19174 1.14257
fructose-1,6-bisphosphatase 1-like isoform
XLOC_009817 X1 2.381 1.738 0.752525 2.32804
XLOC_009968 39S ribosomal protein L54, mitochondrial 1.42133 1.36968 1.01979 1.14189
XLOC_010166 NA 0.958475 3.15908 1.10439 3.01654
XLOC_010274 PDZ domain-containing protein 2 1.38531 0.866463 1.58444 1.96442

cathepsin J-like; growth/differentiation
factor 8-like isoform 1; acidic fibroblast
growth factor intracellular-binding protein
XLOC_010350 isoform X1 1.07722 0.860573 1.44283 1.05411

fumarylacetoacetate hydrolase domain-

XLOC_010568 containing protein 2A-like isoformx2 1.2924 0.835384 0.733897 1.01863
XLOC_010751 AAEL0O09036-PA 3.37036 1.82004 2.32483 2.18877
XLOC_010853 uncharacterized protein LOC101742759 0.730094 2.8699 1.46885 3.5197

KH domain-containing, RNA-binding, signal
transduction-associated protein 3-like
isoformX2; KH domain-containing, RNA-
binding, signal transduction-associated
protein 3-like isoform X4; L-galactose

XLOC_011328 dehydrogenase-like isoform X1; NA 1.03175 0.618475 0.845812 0.95171

XLOC_011815 phosphoglycerate kinase isoform 1 1.02411 0.876288 0.790059 0.590985
nuclease-sensitive element-binding

XLOC_011934 protein 1 isoform X4 0.708047 0.820409 0.710339 0.921235

XLOC_011959 codanin-1-like 1.02449 0.675187 1.00613 1.19718

XLOC_011978 slit homolog 2 protein-like 1.86516 1.49144 1.66294 1.16732
proteasome subunit alpha type-3;

XLOC_012402 pteropsin; pteropsin isoform X3 0.737508 0.61075 0.632747 0.716276

XLOC_012475 Neuroligin-4, X-linked 1.96059 0.879703 1.52764 1.67243

XLOC_012490 beta-hexosaminidase subunit beta-like 2.15086 1.0727 1.31414 1.88101

ABC transporter G family member 20-like;

XLOC_012926 STAM-binding protein-like isoform X1 0.782884 0.642779 0.777486 1.08303
dentin sialophosphoprotein-like isoform
XLOC_013010 X1 1.58744 1.07745 0.855386 0.971525

ecdysone-induced protein 75 isoform X3;
ecdysone-induced protein 75 isoform X5;

XLOC_013123 ecdysone-induced protein 75 isoform X4 1.90034 1.66165 1.5478 1.83204 g

XLOC_013126 ecdysone-induced protein 75 isoform X5 1.95898 0.939259 1.0013 0.79437 "('U'

XLOC_013167 UDP-glucuronosyltransferase 1-3-like 1.47056 0.733568 1.38802 1.01189 E

XLOC_013225 nidogen-2 1.51011 0.720936 1.25468 0.869909 o

AAEL014316-PA; uncharacterized protein O

XLOC_013445 LOC100875253 2.0008 1.51592 1.71789 1.40761 qE

o)

_

January versus May Down Regulated Genes Fold change B

Gene_ID Description ELab LLab EField LField ()

bifunctional glutamate/proline--tRNA

XLOC_001416 ligase -1.04332 -1.3317 -0.999877 -1.61993 E
XLOC_004318 probable chitinase 3 -4.40005 -2.01013 -1.41526 -4.76728
XLOC_007845 RNA-binding protein 28-like -0.867674 -1.04555 -1.21233 -1.63172

calpain-C isoform X1; calpain-C isoform X2;
vesicle transport protein GOT1B-like

XLOC_009160 isoform 2 -1.38705 -1.37168 -1.9682 -1.27741

XLOC_009738 nucleolar protein 58-like -1.58215 -1.68464 -0.912098 -1.81266
pre-mRNA-splicing factor CWC22 homolog;

XLOC_012148 NA -1.08432 -1.3601 -1.00654 -0.84581

XLOC_012638 box C/D snoRNA protein 1-like -1.22343 -1.69507 -1.15831 -2.02248

January versus May Up Regulated Genes

Gene_ID Description ELab LLab EField LField
protein brown; transcriptional regulator
XLOC_000176 ATRX homolog 1.1053 0.792152 1.13563 2.35314
probable peroxisomal acyl-coenzyme A
XLOC_000178 oxidase 1-like isoform X1 0.895407 1.09744 1.32312 2.2767
tubulin-specific chaperone cofactor E-like
XLOC_001534 protein-like isoform X5 0.797487 0.609452 1.346 1.68199
XLOC_001884 probable cytochrome P450 6a14 2.48714 1.61142 1.47891 1.18093
vacuolar fusion protein MON1 homolog A-
XLOC_002128 like 1.3805 0.954961 0.747582 1.56849
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Zinc finger BED domain-containing protein;
Monocarboxylate transporter 12;
monocarboxylate transporter 12 isoform
XLOC_002218 X2 0.644759 0.783395 1.3362 1.21713

voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X4;
voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X2;
scm-like with four MBT domains protein 2-
like; voltage-dependent calcium channel
subunit alpha-2/delta-3-like isoform X1;
voltage-dependent calcium channel
XLOC_002234 subunit alpha-2/delta-3-like isoform X3 1.69362 1.42501 2.22474 3.16526
XLOC_002267 phosphoglycolate phosphatase-like 1.49272 2.06268 2.13403 5.2245
insulin-like growth factor-binding protein
complex acid labile subunit-like isoform

XLOC_002464 X6; NA 1.17501 1.95019 1.64501 2.51057

XLOC_002606 histone demethylase UTY-like 1.33244 1.45855 2.19318 2.33897

XLOC_003080 antithrombin-1II 0.630181 0.602329 2.07898 1.32246
zinc finger MIZ domain-containing protein

XLOC_003681 1 1.56158 0.761564 2.81215 2.12679

GTP-binding protein Rit2 isoform X4; ras-
related protein Rap-2a; ras-related and
estrogen-regulated growth inhibitor-like

XLOC_004099 isoform X3 1.3299 0.864092 1.12979 1.3126

XLOC_004576 NA 0.983629 1.3019 1.9416 1.41983

XLOC_004644 probable cytochrome P450 6a14 2.72312 1.63506 1.49205 1.29852
AGAP003453-PA-like protein; AAELO09899-

XLOC_004976 PA 2.05924 2.25279 3.00167 3.57347

XLOC_005263 succinate dehydrogenase 0.894122 0.958776 0.581728 1.12683

XLOC_005847 NA 1.6384 0.876837 2.48286 2.45019

mushroom body large-type Kenyon cell-
specific protein 1; mushroom body large-
type Kenyon cell-specific protein 1 isoform
XLOC_005848 X2 1.13207 0.809616 2.31078 2.73015
intracellular protein transport protein
USO1 isoform X2; intracellular protein
transport protein USO1 isoform X3;
intracellular protein transport protein
XLOC_005969 USO1 isoform X1 0.629295 0.624087 0.622941 1.21427

succinyl-CoA ligase; B-cell CLL/lymphoma 6
member B protein-like isoform X3; broad-
complex core protein isoforms 1/2/3/4/5-

like; probable succinyl-CoA ligase; zinc [
finger and BTB domain-containing protein 9
XLOC_006244 12-like isoform X3 0.833082 1.11141 0.906326 1.31725 "('U,
integrin alpha-PS2 isoform X1; integrin E
XLOC_006361 alpha-PS2 isoform X2 0.910792 1.02891 3.19522 3.79161 o
XLOC_006742 carbonic anhydrase 2-like 1.24966 0.994175 0.618641 0.81557 (o]
organic cation transporter protein-like qE
XLOC_007077 isoform 1 1.77569 1.04327 3.39398 3.03126 =
membrane metallo-endopeptidase-like 1- Z’
like isoform X1; membrane metallo- ©
endopeptidase-like 1-like isoform X2; C
membrane metallo-endopeptidase-like 1-
XLOC_007157 like isoform X4 1.69394 1.4741 3.6877 4.10849 E
G-protein coupled receptor Mth2; G-
XLOC_007364 protein coupled receptor Mth2-like 1.21293 0.803423 1.25205 2.47694
methylglutaconyl-CoA hydratase,
XLOC_007772 mitochondrial-like isoform 1 1.26606 0.730897 1.28923 1.82756
XLOC_007819 NA 1.3432 1.42072 1.6913 1.48057
XLOC_007820 steroid receptor seven-up, isoforms B/C 1.43155 0.931339 1.69485 1.84464
XLOC_008342 vitellogenin precursor 2.07824 1.49823 2.18147 5.42619
alkaline phosphatase, tissue-nonspecific
XLOC_008471 isozyme-like isoform X1 1.38389 1.16752 0.952923 1.5193
XLOC_008559 growth/differentiation factor 8-like 1.31303 1.11119 1.08009 1.59568

DNA-directed RNA polymerase Il subunit
RPB1-like isoform X2; endothelin-
converting enzyme 1 isoformX1;

endothelin-converting enzyme 1 isoform

XLOC_008560 X3 1.65969 0.942291 1.36334 1.15451
XLOC_008889 golgin subfamily B member 1-like 1.39994 1.66664 0.781531 3.6824
XLOC_009292 NA 1.30292 1.80769 0.926898 2.72465

leucine-rich repeat and immunoglobulin-
like domain-containing nogo receptor-

XLOC_009328 interacting protein 2-like isoform X2 1.59827 1.70805 1.74569 2.2091
LOW QUALITY PROTEIN: ceramide
XLOC_010014 synthase 6 1.27256 1.30313 0.920489 2.29214
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XLOC_010274 PDZ domain-containing protein 2 0.896087 1.00655 1.05502 0.845656

mediator of RNA polymerase Il

XLOC_010475 transcription subunit 1-like isoform X1 0.863 1.58879 1.58317 2.25789
metalloproteinase inhibitor 3-like isoform

XLOC_010822 X1 1.81469 1.0506 1.16159 2.40959

XLOC_010824 Protein CBG24896 1.83461 1.50907 1.93508 2.68494

protein apterous isoform X1; protein

XLOC_011224 apterous isoform X2 1.02555 0.948123 1.43361 1.77912
synapse-associated protein of 47 kDa-like

XLOC_011314 isoform X1 0.745036 0.676415 0.980766 1.69014

XLOC_011621 zinc finger protein Noc-like 0.94533 0.781827 1.4712 0.75964

synaptotagmin 20 isoform X5;
XLOC_011972 synaptotagmin 20 isoform X1 1.71437 1.12154 1.31397 2.2516

integrator complex subunit 1-like isoform

XLOC_012027 X1; nuclear RNA export factor 2-like 0.751439 1.09507 1.48114 0.866904

XLOC_012035 Dystroglycan 0.941008 0.706131 0.990278 1.79588

XLOC_012381 NA 0.98789 2.17493 2.20378 3.84416
1-phosphatidylinositol 4,5-bisphosphate

XLOC_012467 phosphodiesterase 0.725253 0.736105 0.873634 1.75389

XLOC_012475 Neuroligin-4, X-linked 2.45047 1.36152 1.06828 2.9161

ecdysone-induced protein 75 isoform X3;
ecdysone-induced protein 75 isoform X5;

XLOC_013123 ecdysone-induced protein 75 isoform X4 1.70621 1.89961 1.59901 1.75257
XLOC_013126 ecdysone-induced protein 75 isoform X5 1.68083 1.67121 1.08859 1.68165
XLOC_013167 UDP-glucuronosyltransferase 1-3-like 1.05767 1.02251 2.15815 1.30765
5-oxoprolinase-like isoform X3; 5-
XLOC_013174 oxoprolinase-like isoform X1 0.901583 0.7131 0.892409 0.599241
March versus May Down Regulated Genes Fold change
Gene_ID Description ELab LLab EField LField
XLOC_003732 nucleoporin GLE1-like -1.36212 -1.24333 -2.17715 -1.84799

116 kDa U5 small nuclear
ribonucleoprotein component-like isoform

XLOC_006461 1 -0.775048 -0.838976 -0.784269 -1.41868
MATH and LRR domain-containing protein
XLOC_007192 PFEO570w-like -0.595953 -0.639069 -1.05324 -1.16976
XLOC_007706 proteasome subunit alpha type-2 -0.777346 -0.829726 -2.27769 -1.77344
26S proteasome non-ATPase regulatory
XLOC_010171 subunit 1-like -0.71211 -0.735978 -1.65168 -1.15444
cuticular protein analogous to peritrophins
XLOC_010272 3-B precursor -1.30325 -1.01395 -2.44432 -0.82548
XLOC_013090 cytochrome P450 4C1 -0.974106 -1.14314 -1.34765 -3.64508 g
=
@©
March versus May Up Regulated Genes Fold change E
Gene_|D Description ELab LLab EField LField o
XLOC_002606 histone demethylase UTY-like 1.31054 0.907654 2.06649 2.29756 (o]
rootletin-like isoform X2; rootletin-like qE
XLOC_005010 isoform X3 1.51026 1.0801 1.74778 1.43796 =
Reticulocyte-binding protein 2-like protein Z’
XLOC_005139 a 0.978907 0.861014 1.51333 1.71158 B
XLOC_008498 segmentation protein Runt-like 0.856666 2.41928 5.15982 6.56997 ()
XLOC_008555 inhibin beta chain-like 0.911704 1.31276 4.15919 1.06123
cytochrome b561 domain-containing E
XLOC_010110 protein 1-like 1.12414 1.30916 2.18881 1.24341
metalloproteinase inhibitor 3-like isoform
XLOC_010822 X1 0.832648 0.65199 1.0403 1.80593

November field versus laboratory differentially regulated genes

Gene_|D Description Upregulated
XLOC_005574 acetyl-CoA carboxylase-like isoform X9 Field
XLOC_011487 Atherin Field

ATP-binding cassette sub-family G
XLOC_008193 member 1 Field
AT-rich interactive domain-containing
XLOC_007472 protein 5B-like isoform X2 Field
BAG domain-containing protein Samui-like
XLOC_000736 isoform X1 Field
XLOC_001570 biglycan-like Field

cathepsin J-like; growth/differentiation

XLOC_010350 factor 8-like isoform 1 Field

XLOC_009023 cell wall protein IFF6-like isoform X1 Field
choline-phosphate cytidylyltransferase A-

XLOC_001890 like isoform X4 Field

XLOC_010691 Cytochrome c-2 Field
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cytosolic purine 5'-nucleotidase-like

XLOC_012946 isoform X3 Field

XLOC_004369 dentin sialophosphoprotein-like isoformX1 Field

XLOC_013147 dnaJ homolog subfamily C member 3 Field
elongation of very long chain fatty acids

XLOC_011896 protein Field

ets DNA-binding protein pokkuri-like

XLOC_009805 isoform X1 Field
eukaryotic translation initiation factor 4

XLOC_003140 gamma Field

XLOC_005611 fatty-acid amide hydrolase 2-like Field

XLOC_006055 heat shock protein 90 Field

XLOC_012615 heat shock protein cognate 3 precursor Field

XLOC_008743 heat shock protein cognate 5 Field

XLOC_000143 heat shock protein Hsp70Ab-like Field

XLOC_003966 HIG1 domain family member 1B-like Field

high affinity cAMP-specific and IBMX-
insensitive 3',5'-cyclic phosphodiesterase

XLOC_011377 8A-like Field
homeobox protein caupolican-like isoform
XLOC_004604 X2 Field
XLOC_009686 hyccin-like isoform X2 Field
interferon regulatory factor 2-binding
XLOC_002657 protein-like B-like Field
XLOC_006619 1P21807p; CG10513 Field
XLOC_009505 INK-interacting protein 1 isoform X1 Field
XLOC_002677 jouberin-like Field
lateral signaling target protein 2 homolog;
XLOC_004532 NA Field
XLOC_005452 LIM and SH3 domain protein Lasp-like Field

LOW QUALITY PROTEIN: d-2-
hydroxyglutarate dehydrogenase,

XLOC_001384 mitochondrial-like Field
LOW QUALITY PROTEIN: E3 ubiquitin-

XLOC_001923 protein ligase AMFR-like Field
MAP kinase-interacting serine/threonine-

XLOC_011937 protein kinase 2 Field

XLOC_001107 MLX-interacting protein isoform X3 Field
moesin/ezrin/radixin homolog 1 isoform

XLOC_010073 X12 field

XLOC_012310 mucin-19-like isoform X1 Field

XLOC_008480 NAD kinase-like isoform X3 Field

XLOC_000531 NF-kappa-B inhibitor cactus 1 Field
nicotinate phosphoribosyltransferase-like

XLOC_002622 isoformX1 Field
nuclear distribution protein nudE-like 1-A-

XLOC_001098 like isoform X3 Field

organic cation transporter protein-like

XLOC_007077 isoform 1 Field

XLOC_007013 periaxin-like Field

XLOC_011161 PHD finger protein 20-like isoform X2 Field
phosphatase and actin regulator 4 isoform

XLOC_006978 X5 Field

XLOC_012308 phosphatidylinositol 4-kinase beta-like Field

polypeptide N-

XLOC_001112 acetylgalactosaminyltransferase 5-like; NA Field

XLOC_000910 protein bicaudal C homolog 1-B isoform X4 Field

XLOC_005808 Protein CBG23823; NA Field
protein disulfide-isomerase TMX3-like

XLOC_002678 isoform X1 Field

protein kinase C and casein kinase
substrate in neurons protein 2-like isoform

XLOC_012170 X6 Field

XLOC_006905 protein split ends-like Field

XLOC_012953 Protein suppressor of sable Field

XLOC_006721 protein TIS11-like Field

XLOC_002653 protein tyrosine phosphatase type IVA 1 Field

XLOC_005533 putative fatty acyl-CoA reductase Field

XLOC_009262 ragulator complex protein LAMTOR1-like Field

rapl GTPase-activating protein 1 isoform

XLOC_010694 X8 Field
ribosomal protein S6 kinase alpha-5

XLOC_007439 isoform X5 Field
scavenger receptor class B member 1

XLOC_010745 isoform X5 Field
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XLOC_008752 SEC23-interacting protein-like isoformX1 Field
sodium-coupled monocarboxylate
XLOC_001366 transporter 2-like isoform X2 Field
XLOC_008975 thioredoxin reductase 1 isoform 1 Field
ubiquitin carboxyl-terminal hydrolase 31-
XLOC_000430 like isoform 1 Field
XLOC_013167 UDP-glucuronosyltransferase 1-3-like Field
uncharacterized serine-rich protein
XLOC_007658 C215.13-like isoform X1 Field
WD repeat-containing protein 48 homolog
XLOC_008056 isoform X11 Field

116 kDa U5 small nuclear
ribonucleoprotein component-like isoform
XLOC_006461 1 Labortory

3-hydroxyisobutyrate dehydrogenase,

XLOC_005453 mitochondrial-like isoform X4 Labortory

XLOC_011131 40S ribosomal protein S19a-like Labortory

XLOC_007289 actin-binding LIM protein 2-like isoform X7 Labortory
aminomethyltransferase, mitochondrial-

XLOC_008436 like Labortory
anaphase-promoting complex subunit 15-

XLOC_012602 like Labortory

XLOC_007856 carbohydrate sulfotransferase 11-like Labortory

XLOC_010685 carboxypeptidase Q-like isoform 1 Labortory

XLOC_007710 cyclin-dependent kinase 1-like isoform 1 Labortory

delta(3,5)-Delta(2,4)-dienoyl-CoA

XLOC_002395 isomerase Labortory

XLOC_001568 dynactin subunit 5 Labortory
fibrillin-2-like; fibrillin-1-like; nimrod C2

XLOC_000209 isoform X5 Labortory

galactose-1-phosphate uridylyltransferase-

XLOC_003439 like Labortory

XLOC_005056 glutathione S-transferase D1 isoform X5 Labortory
hemolymph lipopolysaccharide-binding

XLOC_002958 protein-like Labortory

XLOC_000533 histone acetyltransferase KAT7 isoform X1 Labortory

XLOC_005883 homeodomain-only protein-like Labortory
lysine-specific histone demethylase 1A

XLOC_002782 isoform X1 Labortory
muscle M-line assembly protein unc-89-

XLOC_009923 like Labortory
myosin-1-like isoform X2; myosin-1-like

XLOC_005665 isoform X3 Labortory

XLOC_013225 nidogen-2 Labortory

pancreatic triacylglycerol lipase-like

XLOC_009135 isoform X1 Labortory
poly(U)-binding-splicing factor half pint

XLOC_004122 isoform X2 Labortory

probable cleavage and polyadenylation

XLOC_009983 specificity factor subunit 2 isoform X1 Labortory
probable glutamine-dependent NAD(+)
XLOC_004970 synthetase-like isoformX1 Labortory
XLOC_010835 Protein CBG23823 Labortory
XLOC_010896 protein SMG8-like Labortory E_
XLOC_001050 protein snail homolog Sna-like Labortory (e
putative GTP-binding protein 6-like 3
XLOC_003543 isoform X1 Labortory “?
XLOC_008699 quinone oxidoreductase-like protein 2-like Labortory (e))
XLOC_006456 ropporin-1-like protein-like Labortory (@]
XLOC_003323 selenocysteine Se-methyltransferase-like Labortory 3
XLOC_004157 inhibitor of growth protein 3 Labortory —
S
XLOC_005134 serine/threonine-protein kinase phg2-like Labortory C
serine/threonine-protein kinase ULK3-like ()
XLOC_012179 isoform X4 Labortory E
=
XLOC_002227 spindle pole body component 110-like Labortory 8
XLOC_004402 troponin C type | isoform X1 Labortory X
Ll
XLOC_011080 uncharacterized protein LOC100872724 Labortory Y
XLOC_000338 UNKNOWN Labortory 2
XLOC_010020 zinc transporter ZIP1-like Labortory ©
5
O
=
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Table S3. Core genes from the between month comparisons common to more than one comparisons; canidate toolkit genes

November versus November versus November versus January versus January versus
Gene_ID Description Count January March May March May March versus May
bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase
XLOC_000017 (cyclizing)-like 2 Up Up
XLOC_000170 transferrin isoform X2; transferrin isoform X1 2 Up Up
XLOC_000176 protein brown; transcriptional regulator ATRX homolog 2 Up Up
XLOC_000178 probable peroxisomal acyl-coenzyme A oxidase 1-like isoform X1 2 Up Up
XLOC_000183 Roundabout-like protein 2 Up Up
XLOC_000209 fibrillin-2-like; fibrillin-1-like; nimrod C2 isoform X5 2 Up Up
XLOC_000319 NA 2 Down Down
XLOC_000445 NA 2 Down Down
XLOC_000638 NA 2 Down Down
XLOC_000639 NA 2 Down Down
XLOC_000640 UNKNOWN 2 Down Down
XLOC_000671 circadian locomoter output cycles protein kaput 2 Down Down
XLOC_000868 NA 2 Down Down
LOW QUALITY PROTEIN: homogentisate 1,2-dioxygenase; uncharacterized
protein LOC100878942; proto-oncogene tyrosine-protein kinase receptor
XLOC_000900 Ret-like isoform X3 2 Up Up
XLOC_000973 beta-1,4-N-acetylgalactosaminyltransferase bre-4 isoform X1 2 Up Up
low density lipoprotein receptor adapter protein 1-B-like isoform X1; low
XLOC_000974 density lipoprotein receptor adapter protein 1-B-like isoform X2 2 Up Up
XLOC_001360 inactive tyrosine-protein kinase 7-like 2 Down Down
XLOC_001534 tubulin-specific chaperone cofactor E-like protein-like isoform X5 2 Up Up
XLOC_001757 guanine nucleotide exchange factor for Rab-3A-like isoform X5 2 Up Up
XLOC_001884 probable cytochrome P450 6al4 2 Up Up
putative epidermal cell surface receptor-like isoform X3; putative
epidermal cell surface receptor-like isoform X4; putative epidermal cell
XLOC_002082 surface receptor-like isoform X1 2 Down Down
insulin-like growth factor-binding protein complex acid labile subunit-like
XLOC_002464 isoform X6; NA 2 Up Up
uncharacterized protein LOC100883637; protein kibra-like isoformX1;
protein kibra-like isoform X3; hemK methyltransferase family member 1-
XLOC_002516 like; protein kibra-like isoformx2 2 Down Down
XLOC_002720 E3 ubiquitin-protein ligase RNF13-like isoform X3 2 Up Up
NADP-dependent malic enzyme isoform X2; NADP-dependent malic
XLOC_003053 enzyme isoformX1 2 Up Up
XLOC_003370 Ac1147-like protein 2 Down Up
XLOC_003423 dentin sialophosphoprotein-like 2 Up Up
XLOC_003656 NA 2 Down Down
XLOC_003688 DNA-dependent protein kinase catalytic subunit-like 2 Up Up
XLOC_003692 xaa-Pro aminopeptidase 1-like 2 Down Down
oxidative stress-induced growth inhibitor 1-like isoform X3; oxidative
XLOC_003804 stress-induced growth inhibitor 1-like isoform X1 2 Down Down
unknown; uncharacterized protein LOC102670919 isoform X1;
uncharacterized protein LOC100884121; PWWP domain-containing
XLOC_004156 protein 2B 2 Down Down
XLOC_004486 uncharacterized protein LOC100865969 2 Down Up
XLOC_004644 probable cytochrome P450 6a14 2 Up Up
XLOC_004853 trehalase-like isoform X3; trehalase-like isoform X2 2 Up Up
XLOC_004872 transmembrane 7 superfamily member 3-like isoform X2 2 Up Up
XLOC_005010 rootletin-like isoform X2; rootletin-like isoform X3 2 Down Up
XLOC_005067 Acl147 2 Down Up
XLOC_005354 lysosomal aspartic protease 2 Up Up
XLOC_005499 prosaposin isoformX1 2 Up Up
XLOC_005557 defensin-2 precursor 2 Up Up
XLOC_005723 protein disabled isoform X2; protein disabled isoform X1 2 Down Down
XLOC_005847 NA 2 Up Up
mushroom body large-type Kenyon cell-specific protein 1; mushroom
XLOC_005848 body large-type Kenyon cell-specific protein 1 isoform X2 2 Up Up
XLOC_006055 heat shock protein 90 2 Down Down
XLOC_006239 CD63 antigen isoform X3 2 Up Up
succinyl-CoA ligase; B-cell CLL/lymphoma 6 member B protein-like
isoform X3; broad-complex core protein isoforms 1/2/3/4/5-like; probable
succinyl-CoA ligase; zinc finger and BTB domain-containing protein 12-like
XLOC_006244 isoform X3 2 Up Up
XLOC_006480 ATP-dependent RNA helicase DDX42-like isoform X2 2 Up Up
ATP-binding cassette sub-family A member 2-like isoform X2; tubulin
XLOC_006935 polyglutamylase complex subunit 2-like 2 Down Down
XLOC_007077 organic cation transporter protein-like isoform 1 2 Up Up
membrane metallo-endopeptidase-like 1-like isoform X1, X2, and X4
membrane metallo-endopeptidase-like 1-like isoform X2; membrane
XLOC_007157 metallo-endopeptidase-like 1-like isoform X4 2 Up Up
XLOC_007192 MATH and LRR domain-containing protein PFE0570w-like 2 Down Down
XLOC_007364  G-protein coupled receptor Mth2; G-protein coupled receptor Mth2-like 2 Up Up
XLOC_007473 AT-rich interactive domain-containing protein 5B-like isoform X2 2 Down Down
LIM domain-binding protein 2-like isoform X5; LIM domain-binding
protein 2-like isoform X4; LIM domain-binding protein 2-like isoform X1;
LIM domain-binding protein 2-like isoform X6; LIM domain-binding C
XLOC_007474 protein 2-like isoform X2 2 Down Down _8
XLOC_007577 beat protein, putative; GI117145; hypothetical protein V502_03873 2 Up Up ©
XLOC_007706 proteasome subunit alpha type-2 2 Up Down E
XLOC_007820 steroid receptor seven-up, isoforms B/C 2 Up Up 8
XLOC_008054 renin receptor-like isoform X3 2 Up Up "E
XLOC_008108 serine protease 53; carboxypeptidase B-like 2 Down Down o
XLOC_008170 cysteine dioxygenase type 1-like 2 Up Up E‘
solute carrier family 28 member 3-like; solute carrier family 28 member 3- _8
XLOC_008483 like isoform X1; Protein lozenge; NA 2 Down Down c
XLOC_008555 inhibin beta chain-like 2 Down Up GE)
XLOC_008559 growth/differentiation factor 8-like 2 Up Up )
DNA-directed RNA polymerase Il subunit RPB1-like isoform X2; endothelin- !_l
converting enzyme 1 isoformX1; endothelin-converting enzyme 1 isoform Q
XLOC_008560 X3 2 Up Up 5’)
XLOC_008673 NA 2 Down Down °
XLOC_008736 uncharacterized protein LOC100882035 2 Down Down >
XLOC_008889 golgin subfamily B member 1-like 2 Up Up g
XLOC_008947 adenomatous polyposis coli protein-like 2 Down Down 6
chitinase-like protein Idgf4-like isoform X2; chitinase-like protein Idgf4-like 5
XLOC_009032 isoform X1 2 Up Up —
i
XLOC_009164 cell wall protein AWA1-like isoform X2; zinc finger protein 182-like; NA 2 Down Down qc)
XLOC_009205 60S ribosomal protein L11-like 2 Up Up E
putative leucine-rich repeat-containing protein DDB_G0290503-like =
isoform X1; putative leucine-rich repeat-containing protein (]
XLOC_009270 DDB_G0290503-like isoform X2 2 Up Up %
XLOC_009303 CD151 antigen isoformX1 2 Up Up L
XLOC_009306 actin cytoskeleton-regulatory complex protein PAN1-like; NA 2 Down Down "'6
leucine-rich repeat and immunoglobulin-like domain-containing nogo ]
XLOC_009328 receptor-interacting protein 2-like isoform X2 2 Up Up c
=
(e}
S
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rab11 family-interacting protein 4-like isoform X3; rab11 family-
interacting protein 4-like isoform X2; rab11 family-interacting protein 4-

XLOC_009453 like isoform X1; NA 2 Down Down
XLOC_009738 nucleolar protein 58-like 2 Down Down
XLOC_009805 ets DNA-binding protein pokkuri-like isoform X1 2 Down Down
XLOC_009968 39S ribosomal protein L54, mitochondrial 2 Up Up
XLOC_010064 guanine nucleotide-binding protein G(i) subunit alpha-like 2 Down Down
AP2-associated protein kinase 1-like isoform X3; NA; AP2-associated
XLOC_010075 protein kinase 1-like isoform X1 2 Down Down
XLOC_010274 PDZ domain-containing protein 2 2 Up Up
XLOC_010287 aquaporin AQPAN.G-like isoform X5 2 Up Up
XLOC_010475 mediator of RNA polymerase Il transcription subunit 1-like isoform X1 2 Up Up
XLOC_010822 metalloproteinase inhibitor 3-like isoform X1 2 Up Up
XLOC_010824 Protein CBG24896 2 Up Up
XLOC_010853 uncharacterized protein LOC101742759 2 Down Up
XLOC_011050 activator of 90 kDa heat shock protein ATPase homolog 1-like isoform 2 2 Down Down
KH domain-containing, RNA-binding, signal transduction-associated
protein 3-like isoformX2; KH domain-containing, RNA-binding, signal
transduction-associated protein 3-like isoform X4; L-galactose
XLOC_011328 dehydrogenase-like isoform X1; NA 2 Up Up
XLOC_011490 cadherin-23-like 2 Down Down
XLOC_011815 phosphoglycerate kinase isoform 1 2 Up Up
XLOC_011887 general transcriptional corepressor trfA-like 2 Down Down
XLOC_011959 codanin-1-like 2 Up Up
XLOC_012381 NA 2 Up Up
XLOC_012572 whirlin-like isoform X6; whirlin-like isoform X5; whirlin-like isoform X7 2 Down Down
XLOC_012582 brain-specific angiogenesis inhibitor 1-like isoform X2 2 Down Down
ecdysteroid-regulated gene E74 isoform X9; ecdysteroid-regulated gene
XLOC_012609 E74 isoform X10 2 Down Down
XLOC_012682 autophagy protein 5 2 Down Down
XLOC_012974 histone-lysine N-methyltransferase 2C 2 Down Down
XLOC_013010 dentin sialophosphoprotein-like isoform X1 2 Up Up
ecdysone-induced protein 75 isoform X3; ecdysone-induced protein 75
XLOC_013123 isoform X5; ecdysone-induced protein 75 isoform X4 2 Up Up
XLOC_013126 ecdysone-induced protein 75 isoform X5 2 Up Up
XLOC_013167 UDP-glucuronosyltransferase 1-3-like 2 Up Up
XLOC_013342 CRE-binding bZIP protein SKO1-like 2 Up Up
XLOC_013445 AAEL014316-PA; uncharacterized protein LOC100875253 2 Up Up
XLOC_002606 histone demethylase UTY-like 3 Up Up Up
XLOC_003700 antitrypsin-like 3 Up Up Up
XLOC_003727 protein yellow-like 3 Up Up Up
XLOC_004576 NA 3 Up Up Up
XLOC_005103 dehydrogenase/reductase SDR family member 11-like isoform X1 3 Down Down Down
XLOC_005708 hypothetical protein SINV_02134 3 Up Up Up
intracellular protein transport protein USO1 isoform X2; intracellular
protein transport protein USO1 isoform X3; intracellular protein transport
XLOC_005969 protein USO1 isoform X1 3 Up Up Up
XLOC_007125 acyl-CoA Delta(11) desaturase-like; acyl-CoA desaturase 1-like 3 Up Up Up
XLOC_007675 probable cytochrome P450 304al 3 Up Up Up
XLOC_007772 methylglutaconyl-CoA hydratase, mitochondrial-like isoform 1 3 Up Up Up
XLOC_007819 NA 3 Up Up Up
XLOC_009067 sterol O-acyltransferase 1-like 3 Up Up Up
XLOC_009817 fructose-1,6-bisphosphatase 1-like isoform X1 3 Up Up Up
XLOC_010014 LOW QUALITY PROTEIN: ceramide synthase 6 3 Up Up Up
XLOC_010166 NA 3 Down Down Up
XLOC_011978 slit homolog 2 protein-like 3 Up Up Up
XLOC_012475 Neuroligin-4, X-linked 3 Up Up Up
ABC transporter G family member 20-like; STAM-binding protein-like
XLOC_012926 isoform X1 3 Up Up Up
XLOC_002128 vacuolar fusion protein MON1 homolog A-like 4 Up Up Up Up
voltage-dependent calcium channel subunit alpha-2/delta-3-like isoform
X4; voltage-dependent calcium channel subunit alpha-2/delta-3-like
isoform X2; scm-like with four MBT domains protein 2-like; voltage-
dependent calcium channel subunit alpha-2/delta-3-like isoform X1;
voltage-dependent calcium channel subunit alpha-2/delta-3-like isoform
XLOC_002234 X3 4 Up Up Up Up
XLOC_002267 phosphoglycolate phosphatase-like 4 Up Up Up Up
XLOC_008342 vitellogenin precursor 4 Up Up Up Up
XLOC_008471 alkaline phosphatase, tissue-nonspecific isozyme-like isoform X1 4 Up Up Up Up
XLOC_009292 NA 4 Up Up Up Up

[
S
)

©

£
=
L
£
>
|

[}
i)

[

Q

£
Q

Q

o

=]
(%)

L]

>

(@]
o)
0
m
©
i)

[

(O]
£

fe

Q

o

bed
L
Y

o
©

[

=

>

(e}
S



Journal of Experimental Biology 221: doi:10.1242/jeb.173443: Supplementary information

Table S4. Overrepresented Gene Ontology terms and KEGG Pathways within the gene set contributing to the formation of supercluster 1 in the hierarchical cluster analysis1

Gene Ontology terms

Over represented Under represented  Number of genes in  Total number of genes

Category pvalue pvalue comparison in data set Terms Ontology2
G0:0006119 1.95E-09 1 11 16 oxidative phosphorylation BP
G0:0006412 9.11E-08 1 24 96 translation BP
G0:0015986 3.50E-07 1 7 9 ATP synthesis coupled proton transport BP
G0:0042254 4.11E-07 0.9999999 25 109 ribosome biogenesis BP
G0:0015992 2.74E-06 0.9999997 11 28 proton transport BP
G0:0006118 3.62E-05 0.9999924 14 50 obsolete electron transport BP
G0:0006446 2.15E-04 0.9999718 8 21 regulation of translational initiatior BP
G0:0005840 1.34E-12 1 33 107 ribosome cC
G0:0005737 5.09E-05 0.9999809 29 156 cytoplasm cC
G0:0045285 1.06E-04 0.9999985 4 5 respiratory chain complex Ill cC
G0:0019773 1.94E-04 0.9999967 4 5 proteasome core complex, alpha-subunit complex cc
G0:0003735 2.57E-07 0.9999999 23 94 structural constituent of ribosome MF
G0:0046961 1.97E-05 0.9999993 6 9 proton-transporting ATPase activity, rotational mechanism MF
G0:0004298 5.53E-05 0.9999972 6 10 threonine-type endopeptidase activity MF
G0:0008121 1.06E-04 0.9999985 4 5 ubiquinol-cytochrome-c reductase activity MF
G0:0046933 1.60E-04 0.9999974 4 5 proton-transporting ATP synthase activity, rotational mechanisn MF
G0:0003743 2.15E-04 0.9999718 8 21 translation initiation factor activity MF

KEGG Pathways

Over represented Under represented  Number of genes in  Total number of genes

Category pvalue pvalue comparison in data set Pathway name
ko00190 2.06E-13 1 35 72 Oxidative phosphorylation
ko03050 6.81E-05 0.99999 12 25 Proteasome
ko03010 5.85E-04 0.99979 21 79 Ribosome

!See Figure 4B
2Ontology abbreviations: Biological processes; BP, Celluar component; CC, Molecular function; MF

C
9
)

©

£

f-
qC_)
£

)

|

©
)

[

(0]

£
Q

o

o

=}
(7p)

L]

>

(@)}
o
0
o
©
)

[

Q
£

fe

(]

o

X
L
[T

o
‘©

[

o

=}

(e}
S




	Fig. S1 Oct_5_2017
	Table S1 Feb 7 2017
	Table S2 Differentially regulated gene Feb 23 2018
	Table S3 shared Core gene Feb 23 2018
	Table S4 Feb 23 2018



