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Fig. S1. Amino acid sequence alignments of Cys-loop chloride channels and a 

Drosophila melanogaster nicotinic receptor. Amino acids for loops and transmembrane 

domains are deduced from the alignments to Caenorhabditis elegans GluCla (Hibbs and 

Gouaux, 2011). Asterisks (*) indicate conserved sites across Cys-loop chloride 

channels. Sequence gaps are shown by hyphens (-). Accession numbers for each 

sequence are shown in parentheses. GluCla, glutamate-gated chloride channel alpha; 

GluCl, glutamate-gated chloride channel; HCLA, histamine-gated chloride channel 

subunit A; HCLB, histamine-gated chloride channel subunit B; NtR, Nicotinic 

acetylcholine receptor; RDl, resistant-to-dieldrin and GABA (gamma-aminobutyric 

acid)-activated chloride-selective receptor. C.ele, Caenorhabditis elegans; A.mel, Apis 

mellifera; D.mel, Drosophila melanogaster; M.dom, Musca domestica; N.vit, Nasonia 

vitripennis; P.xut, Papilio xuthus. 
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