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Figure S1 — Parallelism curve. Binding displacement curves of serially diluted Crotalus
durissus pooled plasma at baseline conditions against the corticosterone standard used in
the corticosterone enzyme-immunoassay. The y axis represents the % Hormone Bound
(%B)/Total Binding (Bo) measured at wave-length of 412 nm. The 50% binding point is
denoted using a blue dashed line, with determined dilution factors for males (green) and females
(red) extracted plasma samples.
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Table S1. Descriptive analysis of corticosterone plasmatic levels (CORT), bacteria killing ability (BKA), and heterophil:lymphocyte ratio (H:L) of
rattlesnakes (Crotalus durissus) in the Constant-to-Fluctuating and Fluctuating-to-Constant treatments, after 2, 10, 14 and 22 days of exposure. Notice that the
treatments are divided into two thermal regimes (Constant and Fluctuating).

Treatment Constant-to-Fluctuating Fluctuating-to-Constant
Regime Constant Fluctuating Fluctuating Constant
Day 2 10 14 22 2 10 14 22

Variables N MeanzSE N Mean+SE N MeanzSE N Mean*SE N Mean*SE N Mean+*SE N Mean*SE N Mean +SE

CORJ (Inglml) 8 19.01+289 8 26.16+7.38 8 269+795 7 2882+557 7 2293+397 7 3914+1103 7 13.72+239 7 1895452
ales

COET (nlg/ml) 4 2895+20.12 4 263+1175 4 3731+211 4 2086+1297 5 29.42+879 5 2833+551 5 1581+796 5 29.93+4.06
emales

B"f/IAI(%) 8 56.76+11.97 8 41.51+123 8 5855+1049 7 36.23+10.46 7 55.64+14.68 7 61.23+1236 7 56.49+841 7 4512+11.29
ales

BFKA (I%) 4 4879+19.42 4 4189+2347 4 4466+414 4 4228+2397 5 4497+1326 5 53.48+21.36 5 47.65+1039 5 72.2+1238
emales

'\;“:— 8 006+0.02 8 012+004 8 016+003 7 016+0.05 7 0.09+0.02 7 023+006 7 018+007 7 0.13+0.03
ales
FH:LI 4 006+002 4 011+006 4 009+003 4 005+001 S5 0.05+001 5 008+003 5 005+002 5 0.23+0.18
emales

N = valid N; Min = Minimun; Max = Maximum; SE = Standard Error.
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