
 

Table S1: Summary of the model used to analyse activity 

 

 

Linear mixed model fit by maximum likelihood t-tests use 

Satterthwaite 

  approximations to degrees of freedom [lmerMod] 

Formula: activity ~ Diet + Day + time + time:Day + 

Diet:Day + Diet:time +   

    time:Day:Diet + (1 | Container) + (1 | Run) + (1 | 

ID) 

   Data: dataFAMds 

 

      AIC       BIC    logLik  deviance  df.resid  

-333032.7 -332658.6  166556.4 -333112.7     85280  

 

Scaled residuals:  

    Min      1Q  Median      3Q     Max  

-4.5020 -0.5467 -0.0512  0.5210  5.6744  

 

Random effects: 

 Groups    Name        Variance  Std.Dev. 

 ID        (Intercept) 1.508e-03 0.038833 

 Container (Intercept) 2.224e-05 0.004716 

 Run       (Intercept) 6.122e-05 0.007824 

 Residual              1.112e-03 0.033347 

Number of obs: 85320, groups:  ID, 1080; Container, 4; 

Run, 3 

 

Fixed effects: 

                  Estimate Std. Error         df t value 

Pr(>|t|)     

(Intercept)      2.707e-02  7.215e-03  1.500e+01   3.751 

0.001950 **  

DietN           -1.070e-02  7.223e-03  1.136e+03  -1.482 

0.138631     

Day2             2.610e-02  7.223e-03  1.136e+03   3.613 

0.000316 *** 

Day3             4.205e-02  7.223e-03  1.136e+03   5.822 

7.57e-09 *** 

Day4             2.649e-02  7.223e-03  1.136e+03   3.667 

0.000257 *** 

Day5             1.976e-02  7.223e-03  1.136e+03   2.736 

0.006320 **  

Day6             4.443e-02  7.223e-03  1.136e+03   6.152 

1.06e-09 *** 

Day7             3.921e-02  7.224e-03  1.136e+03   5.428 

6.96e-08 *** 

Day8             4.216e-02  7.228e-03  1.136e+03   5.833 

7.10e-09 *** 
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Day9             6.248e-02  7.228e-03  1.136e+03   8.645  

< 2e-16 *** 

time             3.239e-03  3.556e-04  8.424e+04   9.106  

< 2e-16 *** 

Day2:time       -8.429e-04  5.030e-04  8.424e+04  -1.676 

0.093786 .   

Day3:time       -1.871e-03  5.030e-04  8.424e+04  -3.719 

0.000200 *** 

Day4:time       -2.263e-04  5.030e-04  8.424e+04  -0.450 

0.652827     

Day5:time       -1.465e-03  5.030e-04  8.424e+04  -2.913 

0.003582 **  

Day6:time       -2.034e-03  5.030e-04  8.424e+04  -4.044 

5.26e-05 *** 

Day7:time        6.496e-04  5.030e-04  8.424e+04   1.292 

0.196503     

Day8:time       -1.307e-03  5.030e-04  8.424e+04  -2.599 

0.009343 **  

Day9:time       -7.887e-03  5.030e-04  8.424e+04 -15.681  

< 2e-16 *** 

DietN:Day2      -9.348e-04  1.022e-02  1.136e+03  -0.092 

0.927106     

DietN:Day3      -3.005e-02  1.022e-02  1.136e+03  -2.941 

0.003334 **  

DietN:Day4      -1.218e-02  1.022e-02  1.136e+03  -1.193 

0.233293     

DietN:Day5       1.180e-03  1.022e-02  1.136e+03   0.116 

0.908034     

DietN:Day6      -1.618e-02  1.022e-02  1.136e+03  -1.584 

0.113379     

DietN:Day7      -1.509e-02  1.022e-02  1.136e+03  -1.477 

0.139892     

DietN:Day8      -5.191e-03  1.022e-02  1.136e+03  -0.508 

0.611556     

DietN:Day9      -2.628e-02  1.022e-02  1.136e+03  -2.572 

0.010246 *   

DietN:time       1.005e-03  5.030e-04  8.424e+04   1.998 

0.045674 *   

DietN:Day2:time -2.561e-03  7.113e-04  8.424e+04  -3.601 

0.000317 *** 

DietN:Day3:time  1.626e-03  7.113e-04  8.424e+04   2.286 

0.022278 *   

DietN:Day4:time -8.244e-04  7.113e-04  8.424e+04  -1.159 

0.246479     

DietN:Day5:time  2.262e-03  7.113e-04  8.424e+04   3.180 

0.001475 **  

DietN:Day6:time  1.923e-03  7.113e-04  8.424e+04   2.703 

0.006870 **  

DietN:Day7:time  1.363e-03  7.113e-04  8.424e+04   1.916 

0.055357 .   

Journal of Experimental Biology: doi:10.1242/jeb.228379: Supplementary information

Jo
ur

na
l o

f E
xp

er
im

en
ta

l B
io

lo
gy

 •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



DietN:Day8:time  7.541e-05  7.113e-04  8.424e+04   0.106 

0.915574     

DietN:Day9:time  7.427e-03  7.113e-04  8.424e+04  10.441  

< 2e-16 *** 

--- 

Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 

‘ ’ 1 
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Table S2: Summary of the model used to analyse glycogen 

 

Linear mixed model fit by maximum likelihood t-tests use 

Satterthwaite 

  approximations to degrees of freedom [lmerMod] 

Formula:  

response ~ diet + time + day + mass.single + diet:day + 

mass.single:day +   

    mass.single:time + (1 | Run) + (1 | cplate) 

   Data: EXP2gly 

 

     AIC      BIC   logLik deviance df.resid  

 -2332.0  -2294.8   1177.0  -2354.0      205  

 

Scaled residuals:  

     Min       1Q   Median       3Q      Max  

-2.46901 -0.72832 -0.00607  0.57957  3.04194  

 

Random effects: 

 Groups   Name        Variance  Std.Dev.  

 cplate   (Intercept) 2.629e-07 0.0005127 

 Run      (Intercept) 5.615e-07 0.0007494 

 Residual             9.589e-07 0.0009792 

Number of obs: 216, groups:  cplate, 12; Run, 2 

 

Fixed effects: 

                   Estimate Std. Error         df t value 

Pr(>|t|)     

(Intercept)       2.644e-03  1.029e-03  2.241e+01   2.569 

0.017373 *   

dietN             3.934e-03  2.709e-04  2.188e+02  14.525  

< 2e-16 *** 

time              3.170e-04  1.946e-04  2.183e+02   1.629 

0.104755     

day              -3.414e-04  1.101e-04  1.345e+02  -3.100 

0.002354 **  

mass.single       1.642e-03  4.151e-04  2.173e+02   3.955 

0.000104 *** 

dietN:day        -1.964e-04  4.491e-05  2.140e+02  -4.373 

1.91e-05 *** 

day:mass.single   1.069e-04  4.793e-05  2.117e+02   2.231 

0.026719 *   

time:mass.single -4.214e-04  1.057e-04  2.162e+02  -3.987 

9.16e-05 *** 

--- 

Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 

‘ ’ 1 
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Table S3: Summary of the model used to analyse protein 

 

Call: 

lm(formula = response ~ diet + time + day + mass.single + 

time:day +  

    diet:day, data = EXP2glysubset) 

 

Residuals: 

    Min      1Q  Median      3Q     Max  

-6.9473 -2.7949 -0.2395  2.3577 12.0308  

 

Coefficients: 

            Estimate Std. Error t value Pr(>|t|)     

(Intercept) 45.66161    2.05817  22.186  < 2e-16 *** 

dietN       -8.46302    1.35500  -6.246 1.01e-08 *** 

time        -0.31144    0.27603  -1.128  0.26186     

day          0.69796    0.21154   3.299  0.00134 **  

mass.single  0.33825    0.77702   0.435  0.66427     

time:day     0.08908    0.04625   1.926  0.05689 .   

dietN:day    0.68380    0.22590   3.027  0.00313 **  

--- 

Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 

‘ ’ 1 

 

Residual standard error: 3.826 on 101 degrees of freedom 

Multiple R-squared:  0.6602, Adjusted R-squared:   0.64  

F-statistic:  32.7 on 6 and 101 DF,  p-value: < 2.2e-16 

 

 

Table S4: Summary of the model used to analyse mass 

 

 

Call: 

lm(formula = response ~ diet + time + day, data = 

EXP2gly) 

 

Residuals: 

    Min      1Q  Median      3Q     Max  

-0.7523 -0.2160 -0.0709  0.0910  3.8743  

 

Coefficients: 

             Estimate Std. Error t value Pr(>|t|)     

(Intercept)  2.063899   0.076074  27.130  < 2e-16 *** 

dietN       -0.312971   0.062939  -4.973 1.36e-06 *** 

time         0.001931   0.012847   0.150    0.881     

day         -0.010197   0.009636  -1.058    0.291     

--- 

Journal of Experimental Biology: doi:10.1242/jeb.228379: Supplementary information

Jo
ur

na
l o

f E
xp

er
im

en
ta

l B
io

lo
gy

 •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 

‘ ’ 1 

 

Residual standard error: 0.4625 on 212 degrees of freedom 

Multiple R-squared:  0.1088, Adjusted R-squared:  

0.09614  

F-statistic: 8.623 on 3 and 212 DF,  p-value: 1.997e-05 
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