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Table S1: Peptide sequences employed to identify PAPV1 subunits.

PdPV1-1
(PVI-Al)
Pdi67619 c0 gl

PdPV1-2
(PV1-A2)
Pdi37843 c0 gl

PdPV1-3
(PV1-A3)
Pdi14773 c0 gl

PdPV1-4
(PV1-A4d)
Pdi37785 c0 gl

PdPV1-5
(PV1-B1)
Pdi118877 c0 gl

PdPV1-6
(PV1-B3)
Pdi33234 c0 gl

- XDEY(G)IMEINPPXXVSXQ (S)QEYLLLDIIEASTQ - EXXMHDLVV
TFIDSFPNK VSVTPAEDMVDTMQK SKPTPLQDMADLMEEIGVGWPK | SPQEIRDEMKDTEVLYSFK QYDSEFK MNLKDVNEITPVIQLEER
SVEDYKDMLKEVDLVYSFK VSVTPAEDMVDTMQK QNLDDASNTGIDVLGGPGNAR SPQEIRDEMKDTEVLYSFK NKISFVQILR GQTLQQYEAELK
SVEDYKDMLK VSVTPAEDMVDTMQK IYFFINIPR YYIIYEVKDSEK YLAVVREPFLTR

SVEDYKDMLK VSEQEILNMLSPLEIKHK HLIVVKQNDLNLEK MYTYINIPLDEVDDFASK VYISSGFPPK

SKSVEDYKDMLK EGVDIWGGPGEYHVKPEYLIR | ANGAYPPK MVPVVDMFDLAK TLTLIKYTPSLK
TLKFEGEPTQGAISHVQAYGEKIK | ATGVTPHKHFFFVSSAR TSVQYLTK TKMVPVVDMFDLAK TLKQYDSEFKR
TLKFEGEPTQGAISHVQAYGEK KVSEQEILNMLSPLEIKHK TMEQYMSEK TLPLEGLTTQQSR TLKQYDSEFK
FEGEPTQGAISHVQAYGEK HFFFVSSARDEVEVIGR TMEQYMSEK MYIYINIPLDEVDDFASK GLFVKELGTSK
EVDLVYSFKVVGSSR LDPVGYMK GFMEEIKDSFQK CLNTALKDYPK
EVDLVYSFK HFFFVSSAR GFMEEIKDSFQK GLFVKELGTSKYLAVVR
INLPGDVISIAVGDLNDK DEMKDTEVLYSFK LEISVPPSK
INLPGDVISIAVGDLNDKMR DEMKDTEVLYSFK KLEISVPPSK
INLPGDVISIAVGDLNDKMR ALGAPSYQIVVEVNSLNLR | NKISFVQILRLEN
IKTFIDSFPNKGFYPLGR AFYTNGSSPPK

SKSVEDYKDMLK YYIIYEVKDSEKSPQEIR
MNESSYEK KLEEVELKGK
MNESSYEK KLEEVELK

YYIYEVK

Subunit names in parenthesis correspond to the general nomenclature adopted for Ampullariid

PV1s followed by the unigene IDs taken from Ip et al. (2018). N-terminal sequences (bold) and

internal aminoacid sequences of PAPV1 subumits were obtained by Edman degradation and

MS/MS, respectively.
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Figure S1: Subunit sequences of PdPV1.

A

PdPV1-1 (Pdi67619_cO_g1)
MLVATLILVALSAVETNVYASCQYIILDVNKVKSKSVEDYKDMLKEVDLVYSFKVVGSSRLLFVVRMNESSYEKLSKINLPGDVISIAVGDLNDKMR
TMGYDWKKWDELPNANLTLFERTLKFEGEPTQGAISHVQAYGEKIKTFIDSFPNKGFYPLGRTPFKAYFIISLSFRCHQVGVGSAYALNYLNGPGD
STTKVEFLTKV

PdPV1-2 (Pdi37843_c0_g1)
MFVATSLLLALATLVATVASKDEYLIMEINPPKKVSEQEILNMLSPLEIKHKFRVTGTTKLWIVIKLDPVGYMKLDNITVPGKVSVTPAEDMVDTM
QKFGVFWPQASLTEENITLFQSHSYLTDVTKEQLTAMMYGYGEHMVETLKSHPYQFYRATGVTPHKHFFFVSSARDEVEVIGREGVDIWGGPG
EYHVKPEYLIRI

PdPV1-3 (Pdi14773_c0_gl)
MYALAIALLAFSTFVSNAIARQEYLLLDIIEASTQEINTALSDIEIELKFKIKGTSRHLIVVKQNDLNLEKLAKIDIPGKSKPTPLADMADLMEEIGVGW
PKRELTNVNVTLFERTLNLEDRTMEQYMSEKMAYGQLITPLLSSYSYRAFKANGAYPPKIYFFINIPRONLDDASNTGIDVLGGPGNARTSVQYLT
KLS

PdPV1-4 (Pdi37785_c0_gl)
MAEHRIPVFLFLVVVAASSLAQMLPHQKYYIIYEVKDSEKSPQEIRDEMEKDTEVLYSFKALGAPSYQIVVEVNSLNLRKLEEVELKGKTKMVPYVD
MFDLAKTLGVTWRYCAHLADTNLTLVERTLPLEG L'I'I'Q@RAH LKGFMEEIKDSFQKYSYRAFYTNGSSPPKMYIYINIPLDEVDDFASKGTNLFG
GPGALYTSASFISSFPK

PdPV1-5 (Pdi118877_c0_g1)

RQLATSSHIANLSSLEDCSRRQSRMVATLALLLAMSIVI PSGAEWGMHDLVVVEWDTCASGEKLPPILTNRTLIPKGLFVKELGTSKYLAVVREPFL
TRFNFSDVVEVTPVEDVNDVMEKKLEISVPPSKDISNKTLTLIK PELKGKTI.KQYDSEFKRLGKCLNTALKDYPKRWISSGFPPKWYFLEIPLELIEF
SFSPALDIFGGPGSTKNKISFVQILRLEN

PdPV1-6 (Pdi33234_c0_gi)

VLLLAMSTLLTTRVEMKEDSLVYLEVDSGNSEENLFITFQNRSIIPRGFSG KKVGTETFFAV LREPDLARMNLKDVNEITPVIQLEERIENLKVWWPL
HRDINNTELWLFKVSPILKGQTLQQYEAELKHLIRTVASVKQTFCHRVYISKGSFPPKFYIFVNKEKDLFKAFINALNIFGGPGSTNVEASYVHILLR
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A) Deduced aminoacid sequences of the six PAPV1 subunits. Putative signal sequences are in
italics and underlined. Potential phosphorilation sites are in bold underlined, potential N- and
O-glycosylation sites are in bold and on black squares respectively. A conserved sequence is

marked in bold red. B) Multiple sequence alignment of PAPV1 subunits.
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