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TGGTCGTACCTGCATCGTCGTCACACATCGCTCATTCTACCTTGCGACACATCTCTTGGCTCGTCACACTCTCATATCGCTCGGGTACTCGACTTTCGTCGACACAA
TCTCGTACGTCTCGGACCATCTCTAGCGAACAGCTTCGAATTCGCTCGACACCTTATATCGTGCGCCGGTCGA
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ATGGCCACTAACCGGCACGCGACTTCGTTTATAAATCACAACATGTTTATTTGTATTTTCGTCTCGCTCTTGTTGCCGATGGCGAACGAAGGTGCCGCG
M A T N RHAT s F I NH N M F I CI F Vs L L L P MANUE G A A

AATGTGTACGGTGACAGCCGAAGTTTTCCGAACGATGACGGAGGGAAAAGATTGTCGAGGGAATACCACCTGAGACAGGGTGCGCTTAGAGGATTGATA
N VY G D SRS F P NDD GG KU RL S RE Y HTU LI ROQGA ATLIRG L I

GTGAAACCAAGTCGGCAGTATGATTTTCAGTATGTGGAAATGTTTCTTGGCATACCGTATGCTGCTCCGCCGACGGGGCACCTAAGGTTTATGCCACCA
vV K p S R QY D F Q Y VEMF L G I P Y AAP PTG HULRF M P P

GTCAGCGCCCCACCATGGCCTGGAGTGAAGATGGCGACACGTTTCGCCCCTGTCTGTCCCCAGTCACTCCCTCCCATCAAGAAGGGGAACCCTCCATCA
v s A P P WP GV KM AT RV FAUPV CU?P Qs L P P I K KGN P P S

TCAGGTCGGCAGCACTACTTGAACCAGCTGAAGACATTCCTCACTAATGAATCTGAAGACTGCCTGTACTTGAATATTTATGTTCCTTATAGAGAACAA
s G R Q H Y L NQ L K T F L TN E S E D C L Y L N I Y V P Y R E Q

AAAACAAAGAAGTTTTCCGTCCTGGTGTTCATACACGGTGACTCCTTCGAGTGGAGTTCTGGCAACCCTTATGATGGACGGATGCTGGCCTCGTACGGG
K T™ K K F s v L v F I #H G D S F E W s S G N P Y D G R M L A S Y G

AATGTCATGGTCATCACTGTCAACTTCAGACTGGGAATTTTGGGTTTCATGAAGCCAAGCCTAACAGAACACGTGTATGGTAACAACGGGTTGCTAGAT
N VMV ITVNUPF¥F R L G I L GGF MK P S L TEHV Y G NN G L L D

CAGTTGGCAGCACTCCAGTGGATCAAGGATAATATTGAGGATCTAAACGGAGATCCATCATCAGTTACCTTGATGGGACATGGCACTGGAGCAGCCTGT
Q L. A AL QW I K DNTIEDILNGD®P S SV T L MGHG T G A A C

GTTAATTTCTTGATGCTTTCTCCTATATCAAATGGGTTATTCCATCGAGCAATACTGATGTCGGGTTCTGCGCTATCAGACTGGGCAATGACAAAGGAC
vV N~ ‘FL M L s Pp I S N G L F HRATI L M S G S AL S D WAMT K D

CCAACGCCGTATACACTACAAGTGGCCCAGAGTTTGGGCTGCAATCCTAGCTCTAAGAATATGATGGCTTGCTTGCAGAAGAAACCATTATCAGAAATC
p TP Y T L QV A Q S L GCNUP S S KNMMA AT CUL QK K P L S E I

AAAAAAGTCCAGATCTTAGCCCGAGAGTTTGAGACACCACTGGGTCCTGTTGTAGCTGGCTCGTTCATACCGAATGAGCCAGCCAAGACTATGGAGTCT
K K v I L A REVF E TP L G PV VAG S F I P NEPAIKTME S

TATCCGAATCTGTTGAGCAAATATCAACTTCTAAGCGGTGTGACAGAAATGGAAAGGTATCACGACTTCGGCGTAATTGAGTTAGAGCATGGAGTGCTA
Yy p N L L §$ K Y Q L L S G Vv T EMEI R Y H D F G V I E L E H G V L

GAGAACCAAAGAGATGACTTTATCAAGAAGTATGCTAAGATCATCTTTGAAGGTGCAGAGGATGAAACGCTGAAGTCTATTTTGAAAGAATATGCACCA
E N OQ R D D F I K K Y A K I I F E GA E D E T L K S I L K E Y A P

TCGAAGTTAGACCCCCAGCGCTGGAACGTGGAGGCCAACCGAGACGTTATTCTGAACATGTTCAGTGACGCTCGCACTTTGGCCCCCGTCATCCGCTTC
s K LD P Q R WNV EANIRDV I L NMU F S DAIRTILA P V I R F

GCCAACTATCAGTCGAAGGCCAACCGTCATTCCTACTTCTATGTCTTTGGACATAATTCTATCAGCTCGGATTACGCTGCGCTCAACAAAAGCGTACAA
A N Y Q S K A NRH S Y F YV F G HN S I S s DY AATL N K S V Q

GGTCAGGAATTGCCCTATGTATTCGGTGTTCCACTTGGAGCTACGAACACGCACTTCAGTCCTGACTACACCCAGCAGGAGAAGTTACTCAGTGAAGTC
G Q £EL P YV F GV P L GATNTHU F S P DY T Q Q E KL L S E V

CTCATGAGGATGTGGACCAACTTCGTCAAATATGGGTCTCCCAACTCACAGGCTCCAGTCAAGTTCTACAATTTGGATAGAAGACATTGGAGCCTCTAT
L M R M W TN F V K Y G S P N S QA P V K F Y N L DR R HW S L Y

GATCTTGACTGGCCAGAATACGACAGTACTGGACAGTCATACTTAAGGTTCGACATTCCACCTGAAGTAGATACGTCATACCGGTCAAACTATACCAAG
b . oDpbw&e &y D s TGO S Y L R F DI P P E V DT S Y R S N Y T K

TTTTGGATGGACACATTACCAAACAAGATGAGCAAATACGTAGTGGATCCTCTATTTGAGTACACACCACCTCCTTCCTCGCCGAGGCCCAAAATCACT
F w ™MD T L P N KM S K Y V Vv D P L F E Y TP P P S S P R P K I T

CACAGAAATACTGCAGGAAATACGGGTGGGAGTGCAGGAGGAAATTCAGACCCAGGCCGTAGAATTTGGACACCGCATGTGCCAGAAACGCCACACTAT
H R N T A G N T G G S A G G N S D P G R R I W T P H V P E T P H Y

TCCTCATCATCAATATATGGGAGAATGCGTCCGTATTCGCAGCCAGTACATAAGCCAGACACCAATGTTATATACAAGGAGATTATGTCTATCGAGAAG
s s s s I Y GR MR P Y s Q PV HK P DTNV I Y KETI M S I E K

CCTTCGCGACCTGTTCCATCAGGATTAATTGAAAAAACCTTCCTATATACTACTACACCCAAACCTAAAGCCAACATGTCCGTAAAAACGTCCAGCGCG
P S R PV P s G L I E K T F L Y T T T P K P KANMS V K T S S A

ACCATTACATTGATAGTCTCGTTAGCTATTCTCTTTCTCGCCGTCAACGTTGGAATTTGCTCTATATTGTATTTCAAAAAACGGAAGCTCAGACTACGG
T I T L I Vv S L A I L F L AV NV G I C s I L Y F K K R K L R L R

GAACAAACACTCGAGAGTTCTCATCAGCCGCGCGCTGAAATAGGCGAAGTGGATGTAATCGGTCAAAAGAGCTCGAAGGACGACAAAAGCGCTTTGCAA
F ¢ T L. E s S H Q P R A E I G E V D V I G Q K S s K D D K S A L Q

ACTCTAAAAAACGGCTGCAGCGTCATCAAGTCGATGAGTTTTAATAAAAAGAAAAATAATTCTAAGAAACATAAAAAGAAATCGGATGTCTGTAAAACG
T L K N G C s Vv I K s M S F N K K K N N S K K H K K K s D VvV C K T

CCGAAGTCTGATGACTCAGGTGGATTCAGAGAGAGATTTAAGCTAAGACGGCACTTATCAACGAGTACTCTGGACGCTCATACTAAAGTTAGGGACTGG
P K s b bDsSsS G G F REIRF K LRI RHHIL s TS T L D AUHT K V R D W

ATTGCCAATGAAATGATGCATCGATGTTCCCCAGGTATACTAAGAAAATCAAACTCTGATTTAAACGAAAAGCATTCGACTGTGACAAAGCCTTTCACT
I A N EMMUHIRCS P G I L R K SN S DILNUEI KH S T V T K P F T

AGATCGGAAGAACTACTTTCAGACACAAAGAAAAACAAAAAAGATACCATACTGATGAATGACAGCGTAAATTCGAAGAGTTTTGCGTCAAAAACATAC
R s E E L L s D T K K N K K D T I L M N D S V N S K S F A S K T Y
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2953 - AGTAAAACTAGAACTTCTGAGAAAACTACATCCACGTCGGCATTAGGCTCGCATTCATCCATAGAAAGTCATAAGCAATCACTCAACAGTATTAAACAA
92- s K T R T S E K T T s T S A L G S H s s I E S H K Q S L N s I K Q

3052 - ACAAGTAAATCAAATGAATCCATAAAAAGTAAAGCTACTGAAAGTATTAAGTCTAAAAAAGTGTCAGTAGCTATCGATGCTACACCTGCAGCTCGAACT
958 - T S K §$ N E 8§ I K S K A T E S I K S K K v s v A I D A T P A A R T

3151 - CACTCCATATTAAATCAAGAACCAATCGAAATATCGAAATCATTCGACGCTGGTGACCAAATACATTCCAATAAAGTCGAAAAATCAACGGAAGTTGAA
999 - H $§ I L N Q E P I E I S K S F D A G D Q I H S N K V E K S T E V E

3250 - TTTAAAGCTCCAAGTACTATCGATCCAATGAAGAATGAACAAACGTTCACAAATGTTGTAACTCTATCAGTTCAAGATAAACCTTTGGTAATTACTCAC
1024 - ¥ K A P §S T I D P M KNE QT F T NV V T L S V Q D K P L V I T H

3349 - AAGCATTCCTCATCTGATCCAGTTACTGATGTGAATTATGATAAATTACTAGAAAAGATGGAGTCTGCTAATCTTGCAAACATCTTACCACCTGTCACT
1057 - K H §$ §s s D PV T DV N Y D K L L E KM E S ANTULANTI L P P V T

3448 - TTCAGAAATGATATAAATGTGACTTCTCGTGAAGAAAGTTCACAAGTTAATCCAATGACAGCTGAAGAAGCCTTATTGACTATCAAAAAGAGGAATTTT
1090 - F R N D I N V T S R E E S s Q VvV ~N P M T A E E A L L T I K K R N F

3547 - CCTAAAGTATTACCTGATTTGCCAAAGGCGCAAAAGCGTTTATCACTTCAACCGGCGTCGTTGCAAACTTTTCGTGGATATTCGTCCATGGATGATCGT
1123 - P K V. L. P D L P K A Q K R L s L Q P A S L Q T F R G Y S S M D D R

3646 - CCTAAGGTCCCACCGCAGCCCCCGCCGAGAACTACGACTTTAGAGAGACGTCTTGCATACAAAAACACGAAACCATTATCTTCGTTTGATGCTTCCGGT
116 - P K V P P Q P P P R T T T L E R R L A Y K N T K P L S S F D A S G

3745 - GTTAAAAGAATAAATGAAGACACTGTTAAAAATTATGAARACATCGATAGTTTGTCACCTTACACGTATTCTGCAGCGACATCGCGTAATGCTTCCTTC
1189 - v K R I N E D T V K N Y E N I D S L S P Y T Y S A A T S R N A S F

3844 - GACAGTAGTAAAGCGGAAACGTCTATTATATTGACAARAAGACAGAGAGATTCCTCGAGTCATAATAGCATCTAGTGACTTGCCTTCCGCGCAAGAACCC
1222 - D S §$ K A E T s I I L T K D R E I P R V I I A S S D L P S A Q E P

3943 - AGAATAGTAATCACACCATCGCCCAGCCAGGTCGAGATACCTACAAATGCGCCCAGGGTTCGTCTACCTGCTGATTTCCACGTCCAAGCTGGATCACTC
125 - R I v I T P S P S Q V E I P T N A P R V R L P A D F HV Q A G S L

4042 - ACGTCTTTCTCATCGTTTTGCTCTGATGAAGATGACGATGACGACATTGATATTGATGAAGAATTTGAAGATAAACTCATACAAGAATTGGTTGGTGGC
1288 - T §S F s s F C s D E D D D D D I D I D E E F E D K L I Q E L V G G

4141 - GTTGATTCACCAACAAACATGGATGACGTATTAGATTCTAAGGGCCCGGACTCAATTTTTGAGAAGAAATTGGAAATTGTACCTGTAAAAATTAATCCC
1321 - v D §$ P T N M D D V L D S K G P D S I F E K K L E I VvV P V K I N P

4240 - GGTATAGTAGTTCCTAAAAAGAAAGAAGATTACGTATGTGTTAGTGATTTATTTTTACCAGACGCTGGTGATTTAGAAAAAACTGCCCAAATAAAACCA
134 - 6 I v v P K K K E DY Vv C Vs bL F L P DAGUDTULEI KT AU OQTI K P

4339 - AATTTTGGTTTAAACAAACTGCAGCATAGGACAGATAGCATAAATAGGCCACCAGAAAAAGCAGTTAAAATGAAACAAAGGAAGAGCATAAGAACGCCT
1387 - N F G L N K L 9 H R T D S I N R P P E K A V K M K Q R K S I R T P

4438 - TCTATTTTGAACCGTAGTGCTAAAGGTAGAGGTAGTGATAAARAGTAGAGATGATTCAGTGAAACTGGAACATTCTAATTCAGGTTCTTCCAATGATACT
1420 - s I L N R S A K G R G s D K S R D D S V K L E H S N S G S S N D T

4537 - GAAACAAGCACAGGGACTGTGAAAAAGGTAGAATTCAAGAAAGGT
1453 - E T S T G T V K K V E F K K G

TAAATCTCGTCGACACATGCCGTCTGAACAATGCTCGTGCAACATGCGTCAACGTCTGCTCTCGTCGAACATGCTCGACAATGCTCATCGTCGAACTTGCTGCCTGA
ACACACTCGTCGTCAACTACACTGCTCATGCTACTCGTCAACCGTCTCGGCGAGACATCGTCGTCGAACACTCTCGAGACAACTGCTCAACACACTCTCGTCACATC
TCTCAACTCTGCGAGAGACATACAACTCGAACTGCACACTGCTCAGTCGTCAACACAGAGAGTCGTCGATAGCACTGCAATAAGCTCGTCTTACACTCGAGTCGACA
ATGCTCGATCGCTCACACTGCTCGAGAGTCTGCGTACGTCGCACATGGTCACATCTCATCTAACAATTGCACATTCGAGCATCGTCTGCCACATGTCGTCAAGTCGA
CATGCACACTGCTGCTCACTCGAAAAAAAAAAAAAAAA

Fig. S1. Nucleotide and deduced amino acid sequences of A. ipsilon NLG1. Nucleotide
(upper line) and amino acid (lower line) numbers are given on the left. The AiNLGI cDNA of
5047 bp contains a 180-bp 5’-untranslated region, an open reading frame of 4401 bp and a 466-
bp 3’-untranslated region with a polyadenylation signal upstream of the poly(A) tail. The
AiNLGI ORF was translated into a 1467 amino acid sequence.
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Table S1. List of the primers used in the study.

Primer name

Sequence

NLG1dir
NLG1rev

NLG15’-RACE1
NLG15’-RACE2

NLG13’-RACEl1
NLG13’-RACE2

gNLG1dir
gNLG1rev

RpL8dir
RpL8rev

5’-TACGGGTGGGAGTGCAGGAGG-3’
5’-GCCTAATGCCGACGTGGATGT-3’

5’-GCGAATACGGGACGCATTCTCC-3”
5’-CCAGTCTGATAGCGCAGAACCC-3’

5’-CCATACTGATGAATGACAGCG-3’
5’-GCGCCCAGGGTTCGTCTACCTG-3’

5’-CCTCCTTCCTCGCCGAGGCCC-3’
5’-GGAACAGGTCGCGAAGGCTTC-3’

5’-CCAGTTTGTCTACTGCGGCAA-3’
5’-GCTTAACCCTAGTACGCTTGGCA-3’
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