
Table S1. Output from the linear models of sperm morphology and sperm velocity. For 

sperm velocity we used either the average curvilinear velocity (‘VCL’) per sample, or the 

VCL of the fastest 10% of sperm in a sample (‘Top 10% VCL’). Measures of head, midpiece 

and flagellum lengths were averaged per sample and mean centred. We performed the 

models for with data before and after the experimental treatment, and both datasets 

combined. For each model we performed a stepwise removal of all non-significant terms, 

terms are listed in order of removal. Note that VCL and Top 10% VCL are highly correlated. 

R2
 refers to multiple R-squared. Intercept included for full model. For the combined datasets, 

male ID was initially included as a random factor, but removed as it explained basically zero 

variation (ICC = 0).  

Click here to download Table S1
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http://www.biologists.com/JEB_Movies/JEB243715/TableS1.xlsx



