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Fig. S1. Gluconeogenesis and glycolysis pathway description.
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pfkla

>GSONMG00009459001 scaffold_7584 (pfkla)
AACCCTTCCCAGTACTTGCATGCAGAAGATCGTGGACACCATCAACAAGCATAATATCCAGGCTC
TGCTGATCGTTGGGGGATTTGAGGCGTACGAAGGCGTGCTGGAGTTATATGATGCTCGCGGTAG
CTTTGACGAGTTGTGTATTCCCATGGTGGTGATCCCTGCCACCATCAGTAACAACGTACCCGGGA
CAGACTTCAGTCTGGGGGCAGACACGGCTGTCAACGCTGCCATGGAGAGTTGTGATAAGATTAA
GCAGTCGGCTTCAGGGACCAAGAGAAGGGTGTTCGTAGTGGAAACTATGGGAGGCTACTGTGGT
TACCTGGCAACCTACGCCGGTATCGCTGTGGGAGCAGACGCTGCTTACATCTTCGAGGACCCCT
TCAACCTCCAGGACCTAAAGGTGAAAACCAGGCTGCTGCTGGCATAGCACCTTATTCCCTACTCT
GGTCCAAAGTAGTTCACTAGGGTGCCATCTCGGACACTCTCACAGTCTTCACTAGGGTGCCATCT
CAGACTAACAGTCTCCACTAGGGTGCCATCTCAGA

> GSONMGO00009459001 sc_7584 deduced partial amino acids
sequenceMQKIVDTINKHNIQALLIVGGFEAYEGVLELYDARGSFDELCIPMVVIPATISNNVPGTDFSLG
ADTAVNAAMESCDKIKQSASGTKRRVFVVETMGGYCGYLATYAGIAVGADAAYIFEDPFNLQDLKVKT
RLLLA

> FYV30TNO1AZR97.5s.0m.10:1:2407:1
TACTGTAGACACCGGCTTCTAGAACACATACTAACCCTGGACTGTAGACACCGGCTTCTAAGCAC
TGGGCTCCACCATTAGAGGGCTGGGAGGACCACATGTGTGCCCGCCTGGAGCATAGTCGCAGT
AAGGGCTCCAGACTGAACATAGTAATCATCGCTGAAGGGGCCATCAACAGAGCTGGTGAACCGA
TCTCTTCAAGCTACGTCAAGGATCTGGTAGTGAAGAGGCTGGGCTATGACACACGGGTGACAGT
CCTAGGTCATGTACAGCGAGGGGGAACACCCTCCGCCTTCGACCGGGTGCTGAGCAGTAAGGT
GGGAGTGGAGGCTGTCGTCGCTCTGTTAGAGGCCACTCCAGAGACCCCAGCCTGTGTCATCGG
CCTGTCAGGAAACCAGGCTGTCCGCCTGCCTCTTGTGGAGTGTGTACAGATGACTAAAGAGGTT
CAGAAGGCCATGAATGAAAAGAGGTTTGATGAAGCCATCCAACTGAGAGGAAGGAGCTTTGAGA
ACAACTGGAACATGTACAAACTGCTTGCCTTTCAGAAGCCTGCTGTTACCAAGAGCAACCACACG
CTGGCGGTGCTGAATGTGGGTGCTCCAGCAGCAGGGATGAATGCAGCGGTCCGGTCGGCTGTC
AGAGTGGCGCTGGCCTACGGTCACAAGGTCTACTCTGTCAATGACGGCTTCGAGGGGCTTGCCA
ATGGAGCGGTGACAGAGATCGAGTGGCACGGTGTGGCTGGATGGACTGGCCAGGGTGGATCTC
TTCTGGGGACTAAACGAACCCTTCCCAGTACTTGCATGCAGAAGATCGTGGACACCATCAACAAG
CATAATATCCAGGCTCTGCTGATCGTTGGGGGATTTGAGGCGTACGAAGGCGTGCTGGAGTTAT
ATGATGCTCGCGGTAGCTTTGACGAGTTGTGTATCCCCATGGTGGTGATCCCTGCCACCATCAGT
AACAACGTACCCGGGACAGACTTCAGTCTGGGGGCAGACACGGCTGTCAACGCTGCCATGGAG
AGTTGTGATAAGATTAAGCAGTCGGCTTCAGGGACCAAGAGAAGGGTGTTCGTAGTGGAAACTAT
GGGAGGCTACTGTGGTTACCTGGCAACCTACGCCGGTATCGCTGTGGGAGCAGACGCTGCTTAC
ATCTTCGAGGACCCCTTCAACCTCCAGGACCTAAAGACTAACGTGGAGCATCTCGCAGAGAAGAT
GAAGGAAGACATCCAGAGGGGTCTGGTGCTGAGGAATGAGAAGTGTCACCTTCACTACACCACT
GATTTCATCCACAAGCTGTATTCTGCCGAGGGGAAGGGCATCTTCGACTGTAGGGTCAACGTGCT
GGGGCACCTCCAGCAGGTACGGAACGAACACAACCACACTGTTAATGCTTACATGTTAAAATGCA
ACCTTATATTAAAAGGATGATGAGCTTGTTGATCAGGAAATGAGGGGATAGACTTAGATGATGTAG
AATGTGAAGTGTATGAATGATCAAATATGGTTCCGAGAAGTTTTTCTTTCTGTTCTGTTTTCTGTTT
TCTGTTTTCTTTCTCTCACCTGTCGTTCTAGGGAGGTGCACCAACACCCTTCGACAGAAACTGTG
GCACCAAGCTGGGTGTGAAGGCTGTGCAGTGGCTCACAGAGAAGATGATCAACAACTTCAGACA
AGGTCGTGTGTTCGTCAACGCCCCAGACACAGCGTCTGTCATCGGCTTCAGTAAGAAGGTCCTG
TCCTTCATCCCTGTGACTGAACTTAAGGCACAGACTGACTTTGAGCACCGGATGCCCAAAGTCCA
GTGGTGGCAGAACCTGCATCAGATTCTGAAGATGTTGGCCAAGCACCAGACCAGCTTCAGCGAG
TACGTCCCTGGAGAGATAGAACATGTGACCCGACGCTCTCTCAGCATCGACACTGGCTTCTAGAA
CACATACTAACCCTGGACTGTAGACACCGGCTTCTAGAACACATATTAACCCTGGACTGTAAACA
CCGGCTTCTAGAACACACACTAACCCTGGACTGTAGACACCGGCTTCTAGAACACATACTAACGC
TGGACTGTAGACACCGGCTTCTAAGCACTGGGCTCCAACCCTGGAATGTCACTCCCAACTTGTCT
GTCTTCCCTGTTTATCTAAAAAGGGGTCCTTATATCTGTACTGTGTCTGAGACTACCTAGACATCA
GGCCCTTATATCTGTACTGTGTCTGAGACTACCTAGACATCAGGTCCTTATATATGTACTGTGTCT
GAGACTACCTAGACATCAGGCCCTTATATCTGGACTGTGTCTGTCGTCTAGTACACCAGATGATA
TTTGGTCTATACTGGTCACTAGTCTATACTGGTTTAAAGCTATACTGGTCACTAGTCTATACTGGTT
TAAAAGACTATTCTGGTC
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pfklb

>GSONMG00001975001 scaffold_8651 (pfkib)
CCAGGAATGAATGCAGCTGTCCGCGCTGTGACCCGGATGGGGATATTTGTTGGAGCCAAGATGT
ATCTCGTATATGAGGGCTACCAGGGTCTGGTGGATGGAGGGGACAACATCAAGCTGGCCCACTG
GCAGAGTGTCACCAACATCATACAGCAGGGTGGCACGGTGATCGGCAGTGCTCGCTGTAAGGTC
TTCACCACGCGGGACGGTCGCCTGGCAGCAGCCTTTAACCTGGTGAAGAGAGGCATCACCAATC
TGTGTGTGTGTGGAGGAGACGGCAGCCTCACCGGAGCTAACATCTTCAGGACCGAGTGGACTG
GACTGCTGGCTGAACTGGTTCAGAAAGGCCGGATCACCGACACCCTAGCGAAGCAGCATAATCA
CCTGAACATCGTAGGGTTGGTTGGATCTATAGACAACGACTTCTGTGGGACAGACATGACCATAG
GCGCTGACTCCGCCCTGCATCGCATCATGGAGATAGTGGACGCCATCACTACCACCGCACAGAG
GTA

> GSONMG00001975001 sc_8651 deduced partial amino acids sequence
PGMNAAVRAVTRMGIFVGAKMYLVYEGYQGLVDGGDNIKLAHWQSVTNIIQQGGTVIGSARCKVFTT
RDGRLAAAFNLVKRGITNLCVCGGDGSLTGANIFRTEWTGLLAELVQKGRITDTLAKQHNHLNIVGLV
GSIDNDFCGTDMTIGADSALHRIMEIVDAITTTAQR

> FYV3OTNO2GK8A7.5s.0m.10:1:688:1
GGTAGACGGTCAGCCAACACAAGGAAAGTCACCCACAGTACTTGCTGCATGAGCTTGTAACTTGT
ATTTTAACGAGAAGAGTTATTATTTGACAGAATTTCTCCAGTCGAGGTTGATCCGTATTCCACCGC
TGCCAACATGTCGGATTTAGAGAGACTGAAGATGACCGGCGCTGGGAAAGCTATCGCCTTGTTG
ACAAGTGGTGGAGATGCACAAGGAATGAATGCAGCTGTCCGCGCTGTGACCCGGATGGGGATAT
TTGTTGGAGCCAAGATGTATCTCGTATATGAGGGCTACCAGGGTCTGGTGGATGGAGGGGACAA
CATCAAGCTGGCCCACTGGCAGAGTGTCACCAACATCATACAGCAGGGTGGCACGGTGATCGGC
AGTGCTCGCTGTAAGGTCTTCACCACGCGGGACGGTCGCCTGGCAGCAGCCTTTAACCTGGGTG
AAAGAGAGGCATCACCAATCTGTGTGTGTGTGGAGGAGACGGCAGCCTCACCGGAGCTAACATC
TTCAGGACCGAGTGGACTGGACTGCTGGCTGAACTGGTTCAGAAAGGCCGGATCACCGACACCC
TAGCGAAGCAGCATAATCACCTGAACATCGTAGGGTTGGTTGGATCTATAGACAACGACTTCTGT
GGGACAGACATGACCATAGGCGCTGACTCCGCCTGCATCGCATC

pkir

>AF246146.s.0m.10 (pkir)
GCGGAGGGCAGTGACGTAGCTAACGCAGTGTTGGATGGAGCCGACTGTGTGATGCTCTCTGGG
GAGACGGCTAAAGGACTGTTCCCTGTCGAGTCTGTGGCCATGATGCACTCGATCTGCAGGGAGG
CAGAGGCAGCCATCTTCCAACAGCAGTTGTTTGAGGAGCTTCGTCGTCTGACCCCTCTGTCCAAT
GACCCTACTGAGGTCACTGCTATAGGAGCTGTAGAATCCTCCTTCAAATGCTGTGCTGGAGCTGT
CATAGTACTCACTACTACTGGCAGGTCAGCCCAGCTCCTGTCCCGGTATCGCCCACGCTGTCCC
ATCGTCGCGGTAACAAGAAGTCCTCAGGTGGCACGTCAGGCCCAGCTGCTGAGGGGTGTGTTCC
CAGTGCTGTTCCACCCCCTCCCTGCCCCCGTCTGGGCCGATGATGTAGACAACAGAGTCAACTT
CGGCATGAACATAGGAAAGGCCAGGGGCTTCTTCAAGACAGGTGACATGGTGATCGTGGTGACC
GGCTGGATCCCTGGTTCTGGTCACACTAACATCATGAGGGCAGTCCACGTGCCCTAAACACTCT
GTTCTTATTGGACACTACCACTGACTGGCTGACAGGCCCACCAATCCTAAGTGGCACATAGCCTA
ACAGACACACTAACTGGAACACTAACTACATAGATAGCATAGAACTAGAATTAATACATTTCCCTT
ATGTGGAGATGAAGTACATAAACAAACAACAGTTTAGAGATTACGATGAAAAGTCAATTATTTTCC
ATGTTCATTGAAAGTGATTTAAATGTAGACAATGTTTGTGTGTTTATTCAATTCTGTCTTGGAAGCA
CTGCCTCTCTCCAAATAAAGCTTGGAGCATAACCTT

> AF246146.s.0m.10 (pkir) deduced partial amino acids sequence
AEGSDVANAVLDGADCVMLSGETAKGLFPVESVAMMHSICREAEAAIFQQQLFEELRRLTPLSNDPT
EVTAIGAVESSFKCCAGAVIVLTTTGRSAQLLSRYRPRCPIVAVTRSPQVARQAQLLRGVFPVLFHPLP
APVWADDVDNRVNFGMNIGKARGFFKTGDMVIVVTGWIPGSGHTNIMRAVHVP

Fig. S2. Coding and deduced amino acid sequences of the newly identified genes.
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A. Zebrafish pfkla (ENSDART00000085284)
51.14kb

(www.ensembl.org)

gene 0 e gene
2] GSONMG00009460001 — GSONMG0000945900 ?

Scaffold_7584

B Zebrafish pfklb (ENSDARG00000099755)
28.23 kb

(www.ensembl.org)

i Contig ™.

FYV3OTNO2GK8A7.5.0m,10

gene
GSONMG00001975001 |
Scaffold 8651

Fig. $3. Identification of rainbow trout pfk/ predicted genes in databases.
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