
Table S1. Morphological alterations scored at generation 20. Aberrant phenotypes labelled as “+” were the most 

representative; aberrant phenotypes labelled as “1” were observed just once. 

Aberrant phenotypes 
Phenocopies Body deformations Additional traits 

+Taxi-like +Smashed wings 1Double veins 
+Ebony-like Thick veins and wing blisters Wing spots 
Vestigial-like Crooked body (head, thorax, legs) +Body spots 
Apterous-like +Malformed tergites Body “warts” 
Curly-like +Scutellar bristles 

 Table S2. primer sequences used for PCR and qPCR. 

Genes / TEs Forward Reverse 

rp49 CGG ATC GAT ATG CTA AGC TGT GCG CTT GTT CGA TCC GTA 

piwi GG ACA GCA GAA CAT CGT GTT GTT TC GAC CCA TTC CAC TAG CTG C 

ago3 GCA AAC TCC CCA CAA ATA TT GGC AAT GGG TTT TCT AGA TG 

su(var)3-9 AGG AAC TTG CAG AAG CAG GA CTC ACA TGT CGC ACC AGT CT 

Hsp26 GTG GAC GAC TCC ATC TTG GT TCC TTG GAC TTG TCC TCG AC 

Hsp27 AAA GAT GGC TTC CAG GTG TG CCC TTG GGC AGG GTA TAC TT 

Hsp68 GGC ACT CAA GGA CGC TAA AAT G CTG AAC CTT GGG AAT ACG AGT G 

Hsp83 ATG CCA GAA GAA GCA GAG ACC ACT CAT AGC GGA TCT TGT CCA G 

tko CAA CCT GCA AGA GCA CAA CA AGC AAT GCA TTT GAA CAA CG 

zuc TTT GGC GGA TTC AAT AAA GC TTG TGC ATC AAG TTC GTG GT 

dnmt2 TAC ACC CAT TAC ACC GAG GG CTT CCC GTG GCG TGA AAT AG 

vas TGT CTG ACG ACT GGG ATG ATG ATT TCC TCC TTG GTA GCC GC 

thor CAG ATG CCC GAG GTG TAC TC CAT GAA AGC CCG CTC GTA GA 

mod(mdg4) CCG CAA GAT GTT CAC TCA GA GAT TCC GCG GTG CTA ATA AA 

Hel25E GAT GAG GAG CAG ACC GAG AC ACT TGG CCT GAC AGA GGA TG 

412 TTG ATG GGC AAA AGA TCC AT TTG CTG GAA TTG TCG TTT CA 

oskar CGA CAA CGT GAC GGA TTT CCT GGA GGT GAC CGT TCT TCA GG 

adh AGC AAA AGG GCA CAC AAT TGA CGG CAC ACA CGG TTT GTT T 

Journal of Experimental Biology: doi:10.1242/jeb.186254: Supplementary information

Jo
ur

na
l o

f E
xp

er
im

en
ta

l B
io

lo
gy

 •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



Table S3. Aberrant phenotypes (A) and scutellar bristle numbers (B). Aberrant: morphological alterations and phenocopies 

different from wild-type such as phenotype (A); scutellar bristle number different from four (B). 

Aberrant phenotypes 
A) Line CCRT ST 

aberrant Non aberrant p-value aberrant Non aberrant p-value 
10.1 Selected 3 27 0.61 1 29 1 

Control 1 29 0 30 
15.4 Selected 1 29 1 0 30 0.49 

Control 0 30 2 28 
6.6 Selected 5 25 1 1 34 1 

Control 4 26 2 33 
outbred Selected 9 21 0.10 2 28 1 

Control 3 27 1 29 
Scutellar bristle number 

B) Line CCRT ST 
aberrant Non aberrant p-value aberrant Non aberrant p-value 

10.1 Selected 0 30 0.24 3 27 1 
Control 3 27 2 28 

15.4 Selected 1 29 1 0 30 0.49 
Control 0 30 2 28 

6.6 Selected 19 11 0.004 10 25 0.61 
Control 7 23 13 22 

outbred Selected 3 27 *0 .10 8 22 0.18 
Control 9 21 3 27 
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Table S4. Expression levels as estimated by RT-qPCR for all genes analysed for CCRT and ST. 

line 
treat
ment 

replic
ate 412 ago3 dnmt2 Hel25E Hsp26 Hsp27 Hsp68 Hsp83 

modmd
g4 piwi rp49 suvar39 thor tko vas zuc osk 

10.1 
select
ion 1 

2,87E-
09 

1,93333
E-06 

7,85E-
09 

7,90333
E-07 

1,19667
E-05 

0,00000
403 

6,03333
E-09 

0,00000
344 

2,92667
E-07 

0,00000
0214 

1,09667
E-05 

4,89667
E-07 

0,00000
0208 

4,96E-
08 

0,00000
0182 

0,00000
0209 

4,54333
E-07 

10.1 
select
ion 2 

2,25667
E-09 

9,56667
E-07 

1,27967
E-08 

1,24967
E-06 

3,39667
E-06 

7,69333
E-07 

4,32E-
09 

0,00000
203 

6,50667
E-07 

5,66333
E-07 

6,95667
E-06 

0,00000
135 

1,20267
E-07 

8,71667
E-08 

7,165E-
08 

1,14667
E-07 

3,29333
E-07 

10.1 
select
ion 3 

2,355E-
09 

0,00000
0381 

9,60333
E-09 

0,00000
0826 

2,87667
E-06 

1,22167
E-06 

3,40667
E-09 

3,00333
E-06 

1,94333
E-07 

0,00000
0237 

1,22667
E-05 

4,49667
E-07 

1,90333
E-07 

7,00333
E-08 

0,00000
0115 

1,09433
E-07 

0,00000
195 

10.1 
contr
ol 1 

2,08333
E-09 

1,73967
E-07 

6,99E-
09 

0,00000
1715 

2,13667
E-06 

0,00000
0804 

2,93E-
09 

2,20333
E-06 

1,455E-
07 

3,68333
E-07 

9,84333
E-06 

6,21333
E-07 

2,445E-
07 

1,60333
E-07 

9,015E-
08 

1,03667
E-07 

0,00000
0194 

10.1 
contr
ol 2 2,2E-09 

8,325E-
08 

7,19E-
09 

3,39667
E-07 

0,00000
155 

4,10333
E-07 

3,36E-
09 

3,82333
E-06 

7,37333
E-08 

1,13867
E-07 

0,00001
2 

0,00000
0657 

0,00000
0232 

1,99333
E-07 

2,48333
E-07 

5,37667
E-08 

3,24667
E-07 

10.1 
contr
ol 3 

2,76333
E-09 

0,00000
0338 

1,263E-
08 

6,82333
E-07 

4,74667
E-06 

1,15733
E-06 

2,85333
E-09 

2,14667
E-06 

3,47667
E-07 

4,03667
E-07 

0,00001
12 

6,12333
E-07 

2,02667
E-07 

1,68667
E-07 

1,04033
E-07 

1,40667
E-07 

0,00000
0269 

15.4 
select
ion 1 

1,93667
E-08 

5,86667
E-07 

1,79333
E-08 

1,08767
E-06 

6,55667
E-06 

0,00000
175 

1,61E-
08 

4,20667
E-06 

0,00000
1026 

6,96667
E-07 

0,00001
42 

6,36667
E-07 

0,00000
0251 

2,44667
E-07 

1,65667
E-07 

2,92333
E-07 

1,09667
E-06 

15.4 
select
ion 2 

3,92E-
08 

4,05333
E-07 

1,04867
E-08 

0,00000
142 

0,00000
438 

1,85667
E-06 

1,86833
E-08 

6,00667
E-06 

0,00000
056 

0,00000
0352 

1,32667
E-05 

4,28333
E-07 

3,97667
E-07 

0,00000
0336 

0,00000
0801 

1,86667
E-07 

0,00000
0843 

15.4 
select
ion 3 

3,01E-
08 

0,00000
0481 

1,23933
E-08 

0,00000
167 

0,00000
796 

2,28667
E-06 

8,64667
E-09 

4,75333
E-06 

6,44333
E-07 

0,00000
04 

9,79667
E-06 

8,89333
E-07 

2,62667
E-07 

4,285E-
07 

4,18333
E-07 

2,12667
E-07 

5,42667
E-07 

15.4 
contr
ol 1 

2,98333
E-09 

9,78333
E-08 

1,665E-
08 

6,54667
E-07 

3,99667
E-06 

1,98333
E-07 2,9E-09 

5,58667
E-07 

3,28667
E-07 

0,00000
0076 

2,90333
E-06 

5,80333
E-07 

3,16333
E-08 

1,32567
E-07 

3,945E-
08 

5,68333
E-08 

1,14333
E-07 

15.4 
contr
ol 2 

3,20333
E-09 

8,13333
E-08 

1,316E-
08 

3,91667
E-07 

0,00000
232 

2,05333
E-07 

3,83333
E-09 

1,01933
E-06 

0,00000
0292 

4,48667
E-08 

6,33667
E-06 

6,10667
E-07 

8,18667
E-08 

1,86333
E-07 

1,28333
E-07 

5,08667
E-08 

0,00000
0125 

15.4 
contr
ol 3 

2,06667
E-09 

2,99667
E-08 

4,92333
E-09 

0,00000
0576 

3,14667
E-06 

2,87333
E-07 

1,89E-
09 

3,66333
E-07 

5,35667
E-07 NA 

3,64667
E-06 

0,00000
0345 

3,25667
E-08 

1,35267
E-07 

6,67667
E-08 

4,75333
E-08 

6,85E-
08 

6.6 
select
ion 1 

1,91667
E-08 

1,94667
E-06 

3,66E-
08 

4,26333
E-07 

0,00000
71 

2,30333
E-06 

6,89E-
09 

1,98667
E-06 

8,68333
E-08 

0,00000
0444 

1,43333
E-05 

0,00000
0204 

0,00000
0472 

3,13667
E-07 

1,75667
E-07 

2,09667
E-07 

9,37667
E-07 

6.6 
select
ion 2 

4,80667
E-09 

4,94333
E-07 

2,32E-
08 

8,15333
E-08 

2,05667
E-06 

0,00000
0602 

1,36667
E-09 

1,67333
E-07 

2,11E-
08 

1,94667
E-07 

8,46667
E-06 

1,71233
E-07 

1,49667
E-07 

9,36E-
08 

3,44333
E-08 

7,19E-
08 

2,90333
E-07 

6.6 
select
ion 3 6,8E-09 

7,49667
E-07 

3,51333
E-08 

2,50333
E-07 

0,00000
287 

9,35667
E-07 

4,04E-
09 

0,00000
1543 

9,38667
E-08 

4,05667
E-07 

0,00000
86 

3,85667
E-07 

0,00000
0258 

2,16333
E-07 

1,02333
E-07 

1,68667
E-07 

5,92333
E-07 

6.6 
contr
ol 1 

8,91667
E-09 

0,00000
284 

4,19E-
08 

5,04333
E-07 

8,10333
E-06 

9,50333
E-07 

4,05667
E-09 

0,00000
1299 

0,00000
0213 

0,00000
051 

1,01033
E-05 

0,00000
0572 

0,00000
0645 

1,81667
E-07 

1,21967
E-07 

1,46333
E-07 

6,63667
E-07 

6.6 
contr
ol 2 

1,44833
E-08 

0,00000
3235 

1,88333
E-08 

6,43333
E-07 

0,00000
602 

0,00000
187 

7,98E-
09 

3,19667
E-06 

2,54333
E-07 

7,82333
E-07 

6,73667
E-06 

6,70667
E-07 

4,01667
E-07 

0,00000
0172 

0,00000
021 

0,00000
024 

0,00000
0693 

6.6 
contr
ol 3 

1,339E-
08 

0,00000
2415 

2,54E-
08 

1,41133
E-06 

5,73667
E-06 

0,00000
186 

6,22667
E-09 

4,54333
E-06 

8,17333
E-07 

1,10433
E-06 

1,21033
E-05 

8,09333
E-07 

2,91333
E-07 

2,45667
E-07 

9,44667
E-07 

3,42667
E-07 

0,00000
178 

outb
red 

select
ion 1 

1,48933
E-07 

1,00767
E-06 

4,68333
E-08 

2,40333
E-06 

7,07667
E-06 

2,28667
E-06 

2,35667
E-08 

6,92667
E-06 

3,31333
E-06 

8,90667
E-07 

1,26333
E-05 

7,91333
E-07 

3,05333
E-07 

0,00000
0609 

0,00000
0716 

0,00000
0318 

0,00000
757 

outb
red 

select
ion 2 

2,47333
E-08 

3,70667
E-07 

1,88333
E-08 

5,71667
E-07 

2,75333
E-06 

1,03267
E-06 

8,64667
E-09 

2,30667
E-06 

0,00000
0599 

0,00000
0391 

7,24333
E-06 

0,00000
0949 

1,43667
E-07 

9,75333
E-08 

3,01667
E-07 

0,00000
0152 

2,40333
E-06 

outb
red 

select
ion 3 

3,21E-
08 

6,91667
E-07 

1,97667
E-08 

0,00000
224 

6,77667
E-06 

2,71667
E-06 

1,46933
E-08 

0,00000
538 

0,00000
126 

7,82333
E-07 

1,31333
E-05 

1,00567
E-06 

0,00000
0181 

6,90333
E-08 

0,00000
1835 

3,72333
E-07 

0,00000
164 

outb
red 

contr
ol 1 

2,23667
E-08 

2,23333
E-07 

2,74333
E-08 

7,085E-
07 

0,00000
42 

1,83667
E-06 

1,24333
E-08 

0,00000
573 

6,67667
E-07 

3,84667
E-07 

1,33333
E-05 

0,00000
0726 

9,71667
E-07 

0,00000
0227 

7,47667
E-07 

2,30333
E-07 

1,31667
E-06 

 CCRT 

outb
red 

contr
ol 2 

1,99667
E-08 

3,03667
E-07 

1,337E-
08 

0,00000
1381 

4,07333
E-06 

1,98533
E-06 

2,95E-
09 

0,00000
3275 

0,00000
0833 

7,555E-
07 

0,00000
903 

0,00000
1252 

5,895E-
07 

1,15667
E-07 

1,04267
E-06 

0,00000
0208 

9,57333
E-07 

outb
red 

contr
ol 3 

1,15567
E-08 

3,46333
E-07 

1,69E-
08 

6,41667
E-07 

2,97333
E-06 

7,75667
E-07 

5,03333
E-09 

3,54333
E-06 

0,00000
0486 

2,23333
E-07 

9,46667
E-06 

6,785E-
07 

0,00000
0526 

8,15667
E-08 

0,00000
0322 

9,10667
E-08 

7,33333
E-07 

   ST 

line 
treat
ment 

replic
ate 412 ago3 dnmt2 Hel25E Hsp26 Hsp27 Hsp68 Hsp83 

modmd
g4 piwi rp49 suvar39 thor tko vas zuc osk 

10.1 
select
ion 1 

3,095E-
10 

5,885E-
07 

8,28E-
09 

0,00000
0488 

0,00000
769 

4,085E-
07 

7,905E-
09 

0,00000
1335 

0,00000
1122 

3,555E-
07 

0,00000
462 

0,00000
0169 

5,755E-
08 

4,175E-
07 

1,8685E
-07 

0,00000
0165 

4,565E-
07 

10.1 
select
ion 2 

6,465E-
10 

4,045E-
07 

1,0125
E-08 

0,00000
0589 

0,00000
51 

0,00000
105 

8,38E-
09 

0,00000
4855 

1,0225E
-06 

2,835E-
07 

3,16217
E-06 

1,615E-
07 

6,245E-
08 

0,00000
0462 

3,575E-
07 

0,00000
0289 

0,00000
1008 

15.4 
select
ion 1 

1,04E-
08 

0,00000
0776 

8,445E-
09 

9,385E-
07 

0,00000
501 

9,565E-
07 

1,3625
E-08 

0,00000
588 

0,00000
1385 

0,00000
0599 

0,00000
749 

0,00000
0431 

1,7105E
-07 

2,105E-
07 

3,995E-
07 

3,285E-
07 

0,00000
1235 

15.4 
select
ion 2 

0,00000
0018 

7,035E-
07 

8,525E-
09 

0,00000
124 

0,00000
3335 

8,895E-
07 

1,3885
E-08 

0,00000
414 

0,00000
1553 

1,1565E
-06 

0,00000
6085 NA 

9,895E-
08 

0,00000
0161 

0,00000
2395 

0,00000
0238 

0,00000
333 

6.6 
select
ion 1 

1,79E-
09 

0,00000
0256 

2,535E-
08 

0,00000
0863 

0,00001
077 

0,00000
0855 

6,78E-
09 

0,00000
385 

0,00000
0976 

0,00000
033 

0,00000
7285 

0,00000
0164 

1,0335E
-07 

3,075E-
07 

2,085E-
07 

0,00000
0145 

0,00000
0593 

6.6 
select
ion 2 

1,75E-
09 

4,295E-
07 

6,04E-
09 

0,00000
0504 

0,00000
441 

5,245E-
07 

5,285E-
09 

0,00000
244 

0,00000
0793 

0,00000
0337 

0,00000
2905 

2,4455E
-07 

8,76E-
08 

0,00000
0198 

8,79E-
08 

0,00000
0197 

0,00000
0444 

outb
red 

select
ion 1 

9,685E-
09 

0,00000
1435 

1,92E-
08 

7,995E-
07 

0,00001
3965 

0,00000
0958 

4,69E-
09 

0,00000
51 

0,00000
194 

0,00000
0807 

0,00000
528 

0,00000
1045 

5,83E-
08 

2,985E-
07 

6,695E-
07 

3,015E-
07 

0,00000
1135 

outb
red 

select
ion 2 

1,86E-
08 

1,0735E
-06 

1,945E-
08 

0,00000
17 

0,00002
335 

8,855E-
07 

1,531E-
08 

0,00000
405 

0,00000
1147 

0,00000
0338 

0,00000
401 

0,00000
0605 

1,0245E
-07 

0,00000
0166 

1,2185E
-06 

0,00000
0255 

0,00000
1135 

10.1 
contr
ol 1 

3,48E-
10 

0,00000
032 

2,445E-
08 

5,685E-
07 

0,00000
777 

0,00000
112 

5,63E-
09 

0,00000
336 

0,00000
0232 

3,62333
E-07 

0,00000
456 

0,00000
0263 

2,04333
E-07 

2,08667
E-07 

9,01667
E-08 

0,00000
0164 

9,59667
E-07 

10.1 
contr
ol 2 

1,0115E
-09 

0,00000
0306 

1,0225
E-08 

0,00000
1065 

0,00000
797 

1,38333
E-06 

6,48E-
09 

7,25667
E-06 

0,00000
078 

4,73667
E-07 

0,00000
336 

5,36667
E-07 

0,00000
0308 

3,13667
E-07 

0,00000
1085 

0,00000
0167 

1,37133
E-06 

10.1 
contr
ol 3 

6,11333
E-10 

2,78667
E-07 

4,86E-
09 

1,25333
E-06 

0,00000
834 

7,45333
E-07 

5,16667
E-09 

6,11667
E-06 

7,12333
E-07 

4,42333
E-07 

0,00000
687 

9,53667
E-07 

0,00000
0157 

2,59667
E-07 

2,59333
E-07 

2,07333
E-07 

5,50333
E-07 

15.4 
contr
ol 1 

2,76667
E-08 

9,16667
E-07 

1,41E-
08 

0,00000
302 

1,23333
E-05 

1,11333
E-06 

1,53E-
08 

0,00001
036 

0,00000
08 

6,12333
E-07 

1,16233
E-05 

0,00000
0573 

2,07333
E-07 

4,05333
E-07 

0,00000
0679 

0,00000
0346 

1,03733
E-06 

15.4 
contr
ol 2 

1,307E-
08 

3,53667
E-07 

1,47667
E-08 

1,21933
E-06 

0,00000
872 

9,76667
E-07 

1,66333
E-08 

0,00000
393 

9,04333
E-07 

2,55333
E-07 

3,88333
E-06 

0,00000
0691 

1,241E-
07 

0,00000
0377 

6,29333
E-07 

2,19333
E-07 

5,22667
E-07 

15.4 
contr
ol 3 

1,36333
E-08 

0,00000
0313 

2,14933
E-08 

1,38133
E-06 

0,00000
769 

8,53667
E-07 

1,02367
E-08 

5,63333
E-06 

0,00000
0869 

2,005E-
07 

0,00000
404 

3,57667
E-07 

0,00000
0242 

3,41333
E-07 

5,72667
E-07 

1,97333
E-07 

0,00000
0805 

6.6 
contr
ol 1 

6,86667
E-10 

0,00000
023 

2,54667
E-08 

4,22333
E-07 

0,00000
2645 

0,00000
123 

4,69333
E-09 

0,00000
311 

0,00000
035 

3,36667
E-07 

1,87333
E-06 

4,61333
E-07 

1,83333
E-07 

3,44667
E-07 

0,00000
0153 

0,00000
03 

1,0185E
-06 

6.6 
contr
ol 2 

2,25667
E-09 

8,41333
E-07 

4,37E-
08 

5,94333
E-07 

7,89333
E-06 

2,03333
E-06 

8,70333
E-09 

0,00000
523 

0,00000
0775 

5,35333
E-07 

0,00000
649 

6,22667
E-07 

0,00000
0213 

4,77667
E-07 

0,00000
0399 

4,74667
E-07 

9,92333
E-07 

6.6 
contr
ol 3 

1,83333
E-09 

0,00000
0611 

3,40333
E-08 

4,08333
E-07 

7,03667
E-06 

1,95333
E-06 

9,17E-
09 

0,00000
54 

1,04833
E-06 

4,74333
E-07 

0,00000
82 

8,32667
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